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Abbreviations and Definitions

aa Amino acid

AD6 : Allergen, gliadin, and glutenin protein seqyén @ta ake

ALLPEPTIDES Protein sequence database comprised of (4 eng;d( d SwissProt

BLOCKS A database of amino acid motifs found i/ pregeinfafnilies

BLOSUM BLOcks SUbstitution Matrix, used 1o cox@i flaofities between
pairs of distantly related protein of y cl@d gquences

DATASET Command used to create a GC@ ata,@rar ‘om a set of

sequences in GCG format
EMBL A public genetic database
Biology Laboratory at the

: Hinxton, England
FASTA ~ Algorithm used to fing
pair of protein or nug
GCG Genetics Compute

A} t@ ¢ European Molecular
dropeal{ Bio/nformatics Institute,
gca % sCgring alignments between a

gotide sCqyperices
ro& pait ot Accelrys and called the

GenBank . A public geneys qtal@e igintained by the National Center for
nfofipatigh/at the National Institutes of Health,

GI Gene seghghce f@ntifigation number

NCBI . f Bigtechnology Information at the National
s 0 alth,/Bethesda, MD, USA
NRAA nt Aifino acid databased sourced from GenBank
PubMed NE citation database maintained by the National
ofechnology Information at the National Institutes of
' - YBethtsda, MD, USA '
STRINGSEARC Algofithf/used to identify sequence entries by searching for

haractey patterns, such as “toxin”, in the annotation section of
affage flatfiles

'Q/r ¢ graphical X Windows-based interface for the GCG
sconsin Package

X public protein database maintained by the Swiss Institute of

Bioinformatics, Geneva, Switzerland, and the European

Molecular Biology Laboratory at the European Bioinformatics

Institute, Hinxton, England

Toxin protein sequence database, version 5

A computer operating system originally termed “UNiplexed

Information and Computing Service”
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1.0 Summary

Bacillus thuringiensis Cryl A.105 insecticidal protein was expressed in corn to provide

protection against feeding damage by lepidopteran insect pests. CrylA.105 is a modified
Cryl A protein with overall amino acid sequence identity to CrylAc, CrylAb, and CrylF
0£93.6, 90.0, and 76.7 %, respectively. The CrylA. 105 protein consists of domains I and

11 from Cryl Ab, domain III from CrylF, and substantially all of the C-terminal domain
of CrylAc.

The safety assessment of genetically enhanced crops evaluates potential health effects
through a comprehensive approach, which includes bioinformatic analysis of the amino
acid sequence of the introduced protein to ensure the protein is not similar to allergenic,
toxic, or other biologically active proteins that may adversely affect animal or human
health. Bioinformatic analyses were performed to assess the potential for allergenicity,
toxicity, or bioactivity of the Cryl A.105 protein sequence. The comparison was
performed with the allergen (AD6), toxin (TOXINS), and public domain
(ALLPEPTIDES) database sequences using bioinformatic tools.

The FASTA sequence alignment tool was used to assess structural similarity. Although
the FASTA program directly compares amino acid sequences (i.e., primary protein '
structure), the alignment data may be used to infer higher order structural similarities
(i.e., secondary and tertiary protein structures). Proteins that share a high degree of
similarity throughout their entire lengths are often homologous. Homologous proteins
share secondary structure and common three-dimensional folds. Therefore, proteins
homologous to allergens are more likely to share linear and/or conformational cross-
reactive allergenic epitopes than are unrelated proteins. Structural similarities between
the CrylA.105 protein sequence and the aligned allergen (AD6) database sequences were
examined. The extent of each similarity was evaluated by visual inspection of the
alignment, the calculated percent identity, and the E score value for that alignment. The
current allergen, gliadin, and glutenin sequence database (AD6) was assembled from
sequences found on the FARRP allergen database dated January 2006 located at
http://www_.allergenonline.com (FARRP, 2006).

The Cryl A.105 protein sequence was also screened against the AD6 sequence database
using a pair-wise comparison algorithm (ALLERGENSEARCH). Inthese analyses, any
sequences of eight linearly contiguous amino acids that were found to be identical
between the Cryl A.105 protein and proteins in the AD6 database were defined as
immunologically relevant, in that they may indicate the presence of potentially cross-
reactive allergenic epitopes.

These bioinformatic search results indicate that no biologically relevant structural
similarities to allergen proteins were observed for the CrylA.105 protein sequence.
Furthermore, no short (eight amino acid) polypeptide matches were shared between the
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allergenicity assessment is used to identify known allergens or potentially cross-reactive
proteins. While related (homologous) proteins may share 25% amino acid identity in a
200 amino acid overlap (Pearson, 2000), this is not generally sufficient to indicate IgE
mediated cross-reactivity (Aalberse et al., 2001). Indeed, allergenic cross-reactivity
caused by proteins is rare at 50% identity and typically requires >70% amino acid
identity across the full length of the protein sequences (Aalberse, 2000). A conservative
approach is currently applied by which related protein sequences are identified as
potentially cross-reactive if linear identity is 35% or greater in an 80 amino acid overlap
(Thomas et al, 2005). Such levels of identity are readily detected using FASTA.
Additionally, proteins closely related to gliadins or glutenins, the proteins that trigger
celiac disease, can be easily identified using FASTA.

A second bioinformatics tool, an eight amino acid sliding window search, is used to
specifically identify short linear polypeptide matches to known or suspected allergens. It
is possible that proteins structurally unrelated to allergens, gliadins, and glutenins may
still contain smaller immunologically significant epitopes. A query sequence may be
considered allergenic if it has an exact sequence identity of at least eight linear and
contiguous amino acids with a potential allergen epitope (Metcalfe et al., 1996; Hileman
et al., 2002; Goodman et al., 2002). However, most allergen epitopes have not been
confirmed and the amino acid length for those that have been identified can vary widely,
thus the relevance of an exact match of eight amino acids may have limited
immunological relevance (Thomas et al., 2005). The eight amino acid bioinformatic
strategy is currently an in silico search that can produce matches containing significant
uncertainty depending on the length of the query sequence (Silvanovich et al., 2006).

This report describes the bioinformatics assessment of the Cryl A.105 protein. Inspection
of the bioinformatic analysis data can be used to indicate whether the Cryl A.105 protein
sequence is structurally congruent with known allergens, toxins, or other bioactive
proteins.

3.0 Purpose

The purpose of this study was to evaluate, using bioinformatics techniques, the amino
acid sequence structural relatedness of the Cryl A.105 protein sequence to known
allergens, toxins, or other bioactive proteins. Sequence identity and amino acid
similarities to allergens, toxins, and other proteins were assessed using the sequence
alignment tools FASTA and ALLERGENSEARCH.
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4.0 Methods C)O

4.1 Sequence database preparation. The Allergen database has gén updated 46
include recently characterized allergens, gliadins, and glutedj seﬁs ¢s/ The
intent is that the Allergen database contain relevant protefSeq e
allergen, gliadin, and glutenin sequence database (AD6) was Y
sequences found on the FARRP allergen database datég/Jan(pyry 2006 located at
http://www.allergenonline.com (FARRP, 2006). Ggn€ i ;
for the each of the 1537 sequences found on the EARR

3 proteln sequence

gtchentrez.cgi. For
obsolete GI numbers found using the batch g€ ePept format flat file
associated with each obsolete GI number w3 1 4nd an up to date GI
number was used to replace the obsolete Pue to the collation of short
peptide sequences into a single protei ytotal of 1,511 GI numbers were
found to be valid as of February 13, 11 GI numbers were used to
assemble a searchable database ADJG (Ap@i iX X, release date; March 6, 2006).
The toxin sequence database ( dssembled from public sequence
databases, including GenBank 4 ¢lease 124 and SwissProt release 1.
Protein sequences were retfighed/sing thé STRINGSEARCH function (keyword =
toxin) of the Wisconsin Pag a@ver of 10). This search was used to identify and
retrieve 12,771 separatg ghtr aying the word toxin within the flatfile
annotation section. The llS ¢’was loaded into the editor window of SeqLab,
selected, and comppe % sybdatabase using the DATASET database utility.
The actual numbgf gfu 6xin sequences is fewer than 12,771 because of the
redundancy of gheSe vabases and because some entries may contain the
word toxin, bgt/are &mo f¥ med protein toxins.

The ALLY TIB§§ sfgtience database was used to represent all currently known
publicly/ ailarlg.];e protéin sequences and consisted of SwissProt release 40.0 (May
4, 200 and/@RA A felease 65.0 (October 24, 2005).

Y,

4.2 Jo ueyg@) gbase Searches. All search analyses were performed using the
sed AWisconsin Package software, Genetics Computer Group (GCG,
ve 19.3, Madison, WI) on a personal computer supported with Reflection X
(ég Mahager network software (version 7.20, WRQ, Inc. Seattle, WA). The
ofjuence was supplied in (Rice ef al., 2006) and translated to the amino acid
equenice with DNAStar, SeqBuilder software, version 7.00 (Fig. 1). The structural
Q/ sifmifarity of the translated protein sequences to sequences in each database (ADS,
AXINS, and ALLPEPTIDES) was assessed using the FASTA algorithm (Lipman
Q,\/ dnd Pearson, 1985; Pearson and Lipman, 1988). FASTA comparisons are initiated

©
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by aligning the first match of a specific wordsize. The alignment is then extended
based on the chosen scoring matrix. Specific FASTA comparison parameters used
in this study included a wordsize (k-tuple) of two, a gap creation penalty of 12, a
gap extension penalty of two, and an expectation threshold (E score) of ten. The £
score (expectation score) is a statistical measure of the likelihood that the observed
similarity score could have occurred by chance in a search. A larger E score
indicates a lower degree of similarity between the query sequence and the sequence
from the database. Typically, alignments between two sequences will need to have
an E score of less than 1x107 to be considered to have significant homology.
FASTA comparisons were performed using the BLOSUMS0 scoring matrix
(Henikoff and Henikoff, 1992). Multiple alignments are made between the query
sequence and each sequence in the database with a score calculated for each
alignment. Only the best scoring alignment is extensively analyzed for each
database sequence. The BLOSUM matrix series (Henikoff and Henikoff, 1992)
was derived from a set of aligned, ungapped regions from protein families, called
the BLOCKS database. Sequences from each block were clustered based on the
percent of identical residues in the alignments (Henikoff and Henikoff, 1996). The
BLOSUMS0 matrix will identify blocks of conserved residues that are at least 50%
identical. BLOSUMS50 works well for identifying sequence similarities that
include gaps, and thus recognizes distant evolutionary relationships (Pearson,
2000).

The extent of structural relatedness was evaluated by visual inspection of the
aligned sequences, the calculated percent identity, and E score. The E score
reflects the degree of amino acid similarity between a pair of sequences and can be
used to evaluate the significance of the alignment. Similar amino acids are
structurally related and share polar, hydrophobic, or charged states. Such
substitutions are referred to as "conservative" since they are unlikely to change the
structure of the protein and, by inference, the function of homologous proteins.
The calculated E score depends on the overall length of joined (gapped) local
sequence alignments, the quality (percent identity, similarity) of the overlap, and
the size of the database (Pearson and Lipman, 1988; Baxevanis and Ouellette,
1998). For a pair of sequences, a very small E score may indicate a structurally
relevant similarity. Conversely, large E scores are typically associated with
alignments that do not represent a biologically relevant correlation.

In addition to the FASTA comparisons of the CrylA.105 protein sequence to
allergens (to assess overall structural congruence), an eight amino acid sliding-
window search was performed. An algorithm (ALLERGENSEARCH) was
developed to identify whether or not a linearly contiguous match of eight amino
acids existed between the query sequence and sequences within the allergen
‘database (AD6). This program compares the query sequence to each protein
sequence in the allergen database using a sliding-window of eight amino acids; that
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allergenic query sequences and allergen databasg g
searches with a six or seven amino acid windg
matches between totally unrelated protems g
likely to share any structural or sequence
epitopes. These studies concluded that $f
searches yielded such a high rate of fa)4
~ predictive value. Furthermore, Silvg
lack of value for six or seven aming Aci 'ﬁﬁ g-x#indow searches in a

atched proteins were not
af could act as cross-reactive

fifino acid sliding-window

g that they were of no

4.3 K E score of 1 e-5 (1 x 10) was set as an initial
Significance. Although all alignments were
¢ sequence that yielded an E score less than 1 x 107
mine if such an alignment represented relevant
5.0

as performed on the Cryl A.105 protein sequence (Figure 1) to
tructural correlation with allergens, toxins, or other bioactive

, ed using the FASTA sequence alignment tool. Identified proteins were

ed according to their degree of similarity (Appendix 2). None of these proteins
ol an E score of less than 1 x 107 indicating that no homology with protein

Q,\/ dllergens was observed.
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5.2

5.3

The most significant alignment was to a Kiwi fruit allergen, actinidin (GI number
166317). This alignment demonstrated 24.2% identity over a 318 amino acid
window with an E score of 2.3. The E score of 2.3 observed in this alignment is
not reflective of homology between CrylA.105 and actinidin, as £ scores of ~1 or
greater are expected to occur for alignments between random, non-homologous
sequences (Pearson, 2000). Therefore, this low quality alignment is not considered
relevant from an allergenic assessment perspective.

The length of the overlap (318) is 27% compared to full length (1177 amino acids)
CrylA.105 protein and twenty-one gaps were required to optimize the alignment.
Consequently, no structural and/or functional homology between the CrylA.105
protein and the Kiwi fruit allergen, actinidin can be inferred. This alignment
neither met nor exceeded the Codex recommended threshold of 35% identity over
80 amino acids (Codex, 2003). The minimum similarity required for allergenic
cross-reactivity is likely > 50% identity across the entire length of the protein
(Aalberse, 2000). Therefore, it is extremely unlikely that cross-reactivity exists
between the Cryl A.105 protein and the Kiwi fruit allergen, actinidin. Inspection of
the remaining 22 alignments also did not show any significant similarities between
the Cryl A.105 protein and allergens.

No immunologically relevant sequences of eight contiguous amino acid identities,
as assessed from the ALLERGENSEARCH data (Appendix 3), were detected when
the Cry1A.105 protein sequence (Figure 1) was compared to the AD6 sequence
database (Appendix 1).

Assessment of Potential Toxicity: Potential structural identity and similarity shared
between the CrylA.105 protein and proteins in the toxin database were evaluated
using the FASTA sequence alignment tool. Identified proteins were ranked
according to their degree of similarity (Appendix 4). As expected, the most
significant similarity observed (Table 2) was to the Bacillus thuringiensis pesticidal
crystal protein, CrylAc (Accession no. U89872), demonstrating 92.0% identity
over 1,182 aa with an E score of zero. This alignment is expected because the
Cryl A.105 protein contains a significant portion of the CrylAc protein, which is
listed within GenBank as an insecticidal toxin and, as such, was included in the
TOXINS database during its construction. The Cryl A.105 protein did not
demonstrate any structural similarity with any proteins that may present toxicity to
humans and animals.

Assessment of Potential Adverse Biological Activity to Humans and Animals:
Potential structural similarities shared between the Cryl A.105 protein and proteins
in the ALLPEPTIDES database were evaluated using the FASTA 'sequence
alignment tool. Identified proteins were ranked according to their degree of
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similarity (Appendix 5). As expected, the best similarity observegd ) 4s to

pesticidal crystal protein Cryl A (GI no. 37048803), demonstratipg 92N% jdghtity
over 1,177 aa with and an E score of zero. All of the remainjAg’alignmey ith
significant E scores are to Cry protein homologues except ohyg ;@\e c4l amino
acid sequence; the hypothetically translated sequence, IMP/13 , te bacteria
Ralstonia eutropha. Upon further examination, none o e

homologues or the Ralstonia eutropha bacterial sequefige 1r?at @ Any concern for
adverse biological activity. Therefore, based on these dat? 1 A.105 protein
does not share any structural congruence with any/p ot ay have adverse
biological activity to humans and animals. %’

6. Conclusions

Bioinformatics analyses were performed on tie/Cry™. 105 protein sequence to assess its
structural correlation with allergens, toxins,/Ad bioactiyeproteins. No biologically
relevant sequence correlates were observed betysgn tfe/Lryl A.105 protein coding
sequence and any allergens, human and/Apim )?

xigs/or other proteins that may
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Figure 1. Amino acid sequence of the Cryl1A.105 protein

MDNNPNINECIPYNCLSNPEVEVLGGERIETGYTPIDISLSLTQFLLSEFVPGAGFVLG
LVDIIWGIFGPSQWDAFLVQIEQLINQRIEEFARNQAISRLEGLSNLYQIYAESFREWE
ADPTNPALREEMRIQFNDMNSALTTAIPLFAVQNYQVPLLSVYVQAANLHLSVLRD
VSVFGQRWGFDAATINSRYNDLTRLIGNY TDHAVRWYNTGLERVWGPDS RDWIR
YNQFRRELTLTVLDIVSLFPNYDSRTYPIRTVSQLTREIYTNPVLENFDGSFRGSAQGI
EGSIRSPHLMDILNSITIYTDAHRGEYY WSGHQIMASPVGFSGPEFTFPLYGTMGNA
APQQRIVAQLGQGVYRTLS STLYRRPFNIGINNQQLSVLDGTEFAYGTSSNLPSAVY
RKSGTVDSLDEIPPQNNNVPPRQGFSHRLSHVSMFRSGFSNSSVSIIRAPMFSWIHRS
AEFNNIIASDSITQIPLVKAHTLQSGTTVVRGPGFTGGDILRRTSGGPFAYTIVNINGQ
LPQRYRARIRYASTTNLRIYVTVAGERIF AGQFNKTMDTGDPLTFQSFSYATINTAFT
FPMSQS SFTVGADTFSSGNEVYIDRFELIPVTATLEAEYNLERAQKAVNALFTSTNQ
LGLKTNVTDYHIDQVSNLVTYLSDEFCLDEKRELSEKVKHAKRLSDERNLLQDSNF
KDINRQPERGWGGSTGITIQGGDDVFKENYVTLSGTFDECYPTYLYQKIDESKLKAF
TRYQLRGYIEDSQDLEIYSIRYNAKHETVNVPGTGSLWPLSAQSPIGKCGEPNRCAP
HLEWNPDLDCSCRDGEKCAHHSHHFSLDIDVGCTDLNEDLGVWVIFKIKTQDGHA
RLGNLEFLEEKPLVGEALARVKRAEKKWRDKREKLEWETNIVYKEAKESVDALFV
NSQYDQLQADTNIAMIHAADKRVHSIREAYLPELSVIPGVNAAIFEELEGRIFTAFSL
YDARNVIKNGDFNNGLSCWNVKGHVDVEEQNNQRSVLVVPEWEAEVSQEVRVCP
GRGYILRVTAYKEGYGEGCVTIHEIENNTDELKFSNCVEEETYPNNTVTCNDYTVNQ
EEYGGAYTSRNRGYNEAPSVPADYASVYEEKSYTDGRRENPCEFNRGYRDYTPLP
VGYVTKELEYFPETDKVWIEIGETEGTFIVDSVELLLMEE
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Table 1. Top alignment observed for the Cryl A.105 protein sequenc {)@A
search against the AD6 allergen database.

Database Gl # Description E -score % lder)(‘ t/ ai erI

AD6 166317 actinidin »(/31

Table 2. Top alignment observed for the Cryl A.10 ce froma FASTA
search against the TOXINS database.

Database Accession # Description  / £-ségre  fofdentity aa Overlap

TOXINS U89872 Bacillus thuringiensy 6 92.0 1182
CrylAc
. delta-endotoxin,
Table 3. Top alignment observed joy'thg,C
search against the AL TIDES

Database Gl # // D thﬁ / E -score % |dentity aa Overlap

Y05 protein sequence from a FASTA
abase.

ALLPEPTIDES 37048803 ylA«'ay)nZ%z Hus 92.1 1177
@ |
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Appendix 1. Allergen, gliadin, and glutenin protein sequence database (AD6)

Venoms

Species

Aedes aegypti

Aedes aegypti

Aedes aegypti

Aedes aegypti

Aedes aegypti

Aedes albopictus

Aedes albopictus

Aedes albopictus

Aedes albopictus

Aedes albopictus
Anopheles gambiae
Apis dorsata

Apis mellifera

Apis mellifera

Apis cerana

Apis mellifera

Apis dorsata

Apis mellifera

Apis mellifera

Apis mellifera

Apis mellifera

Apis mellifera

Apis mellifera

Apis cerana

Bombus terrestris
Crotalus durissus
Ctenocephalides felis
Ctenocephalides felis
Ctenocephalides felis
Dolichovespula maculata
Dolichovespula maculata
Dolichovespula maculata
Dolichovespula arenaria
Dolichovespula maculata
Dolichovespula maculata
Myrmecia pilosula
Myrmecia pilosula
Myrmecia pilosula
Myrmecia pilosula
Phiebotomus papatasi
Phlebotomus papatasi
Polistes annularis
Polistes annularis
Polistes annularis
Polistes gallicus
Polistes dominulus
Polistes gallicus
Polistes dominulus
Polistes dominulus
Polistes dominulus
Polistes dominulus
Polistes exclamans
Polistes dominulus
Polistes exclamans
Polistes fuscatus
Polybia scutetlaris
Polybia scutellaris
Psoroptes ovis

Comments

D7 protein precursor (Allergen Aed a 2).

putative 30 kDa allergen-like protein [Aedes aegypti].
putative 18.2 kDa secreted protein [Aedes aegypti].

30 kDa salivary gland allergen Aed a 3 [Aedes aegypti].

apyrase.
putative 30 kDa allergen-like protein 30k-1 [Aedes albopictus].

- 30 kDa salivary gland allergen 30k-2 {Aedes albopictus).

30 kDa salivary gland allergen 30k-3 {Aedes albopictus].

GE-rich salivary protein 30k4 {Aedes albopictus].

putative salivary secreted 30 kDa allergen-like protein 30k-5

30 kDa protein [Anopheles gambiae].

Melittin.

venom protease precursor [Apis mellifera].

Phospholipase A2 precursor (Phosphatidylcholine 2-acylhydrolase)
Phospholipase A2 (Phosphatidyicholine 2-acylhydrolase).

Allergen Api m 6.

Phospholipase A2 (Phosphatidylcholine 2-acylhydrolase).
prepromelittin [Apis mellifera).

Hyalurononglucosaminidase precursor (Hyaluronidase) (Hya) (Allergen
profilin [Apis mellifera).

venom acid phosphatase precursor [Apis mellifera].

PREDICTED: similar to allergen Bla g 5, partial [Apis mellifera].
melittin, minor - honeybee.

phospholipase A2 (EC 3.1.1.4), venom - Indian honeybee.
Phospholipase A2 (Phosphatidylcholine 2-acylhydrolase) (Allergen
phospholipase A2 inhibitor [Crotalus durissus terrificus].

FS-H precursor.

salivary antigen 1 precursor [Ctenocephalides felis].

salivary allergen 2 [Ctenocephalides felis].
Hyalurononglucosaminidase (Hyaluronidase) (Allergen Dol m 2) (Dol m
Venom allergen 5.01 precursor (Antigen 5 form 2) (Ag5-2) (Allergen
Phospholipase Al 2 (Allergen Dol m 1.02) (Dol m ).

Venom allergen 5 (Antigen 5) (AgS) (Allergen Dol a 5) (Dol a V).
Phospholipase Al 1 precursor (Allergen Dol m 1.01) (Dol mI).
Venom allergen 5.02 precursor (Antigen 5 form 3) (Ag5-3) (Allergen
major allergen Myr p I

Pilosulin-2 precursor (Altergen Myr p 2) (Myr p 1I).

major allergen [Myrmecia pilosula].

Pilosulin-1 precursor (Major allergen Myr p 1) (Myr p 1) [Contains:
28 kDa salivary protein precursor [Phiebotomus papatasi].

30 kDa salivary protein precursor [Phiebotomus papatasi].
Hyalurononglucosaminidase precursor (Hyaluronidase) (Allergen Pol a
Phospholipase Al (Allergen Pol a 1).

allergen 5.

Venom allergen 5 (Antigen 5) (Ag5) (Allergen Pol g 5).

venom serine protease precursor [Polistes dominulus].
Phospholipase Al (Allergen Pol g 1).

venom phospholipase A1 1 precursor [Polistes dominulus].

venom phospholipase Al 2 precursor [Polistes dominulus).

venom phospholipase Al 3 precursor [Polistes dominulus].

venom phospholipase A1 4 precursor [Polistes dominulus}.
allergen Pol e 5 precursor [Polistes exclamans).

allergen Pol d 5 precursor [Polistes dominulus].

Venom allergen 5 (Antigen 5) (Ag5) (Allergen Pol e 5) (Pol e V).
Venom allergen 5 (Antigen 5) (AgS) (Allergen Pol f5) (Pol f V).
venom allergen 5 [Polybia scutellaris].

Venom allergen S (Antigen 5) (Ag5) (Allergen Pol s 5) (Pol s V).
allergen A precursor [Psoroptes ovis].

GI#
118216
18568322
18568332
2114497
556272
56417500
56417502
56417504
56417506
56417508
18389879
126955
22724911
24418862
24638082
34921475
47117012
5622
585279
58585250
61656214
66534655
69552
7435005
14423832
501050
1575479
4336703
7638032
1346322
137395
1709542
465052
548449
549186
1587177
2498604
312284
730091
15963511
15963513
14423735
14423833
160780
25091511
30909091
41017429
45510887
45510889
45510891
45510893
51093375
51093377
549187
549188
31747352
47117356
14388619
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Psoroptes ovis
Psoroptes ovis
Sarcoptes scabiei
Sarcoptes scabiei

mitochondrion Sarcoptes
mitochondrion Sarcoptes

Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Sarcoptes scabiei
Solenopsis invicta
Solenopsis invicta
Solenopsis invicta
Solenopsis invicta
Solenopsis richteri
Solenopsis invicta
Solenopsis invicta
Solenopsis invicta
Solenopsis richteri

Solenopsis geminata
Solenopsis geminata

Solenopsis invicta
Solenopsis invicta
Solenopsis richteri
Tityus serrulatus
Triatoma protracta
Vespa crabro
Vespa crabro
Vespa mandarinia
Vespula vulgaris

Aeroallygens animals

Specig

nisfagliliaris

Derpl antigen [Psoroptes ovis].
glutathione S-transferase [Psoroptes ovis].
cathepsin L-like protease [Sarcoptes scabiei type hominis].
glutathione S-transferase [Sarcoptes scabiei type hominis].
cytochrome oxidase subunit 1 {Sarcoptes scabiei type hominis
cytochrome oxidase subunit I {Sarcoptes scabiei type homi
cytochrome Bcl complex chain B-like protein [Sarcoptes
vitellogenin-like protein [Sarcoptes scabiei type hominis},
paramyosin [Sarcoptes scabiei type hominis].
major allergen 1 {Sarcoptes scabiei type hominis]. fo 27462848 330
38202313 260
38202315 271
38202317 251
38202319 264
38202321 256
38202323 251
38202325 242

pe 38202327 259

group 3 allergen SMIPP-S Yv6017 Safcoptes scabies/ type 38202329 248
group 3 allergen SMIPP-S Yv601 gyes sgabiti type 38202331 262
group 3 allergen SMIPP-S Y v6(Z3 A04 ptesScabviei type 38202333 257
group 3 allergen SMIPP-S Yv optes glabiei type 38202335 250
group 3 allergen SMIPP-S YA7916C10 [Sarcoptes/scabiei type 38202337 259
group 3 allergen SMIPP-S 003E10 [Sargdpss scabiei type 38202339 259
group 3 allergen SMIPP. 0@6 [Sgfcghtes scabiei type 38202341 263
group 3 allergen SMIPF-&/Yv5 4 [Farfoptes scabiei type 38202343 233
group 3 allergen SMPPAS Yv9 05 fSafcoptes scabiei type 38202345 261
Sol i I=antigen {NAe inal, iengpsi# invicta=imported fire 1336809 58
Sol i 1=antigen {N-¥rminal} [Bolegopéis invicta=imported fire 1336811 25
Sol i 1=antige: fterm Soléngpsis invicta=imported fire 1336812 26
Sol i 1=antig -tepmpnal} [Shlefopsis invicta=imported fire 1336813 26
phospholipgse AEC 3.1 A5, veropd - black imported fire ant 321043 20
venom allrgén Sq 2 pécyfsor [Solenopsis invicta]. 4038411 137
allerges i 1 pecrsor [Sofenopsis invicta). 51093373 346
rge ecyrsor (Allergen Sol i 2) (Sol i IT). 549179 138

g@ol r 2/~ Mack imported fire ant. 7512067 119

2 ol ¢4 #1 precursor [ Solenopsis geminata). 7638028 137

E?. SofgA.02 precursor [Solenopsis geminata]. 7638030 137

eno en precursor (Allergen Sol i 4) (Sol i I'V). 14424465 137

(2 ergefl 3 precursor (Venom allergen I1I) (Allergen Sol i 3) 14424466 234
Vﬁtyller (Venom allergen 1II) (Allergen Sol r 3) (Sol r 6136163 211
Tityusfoxin/é fTityustoxin VI) (TSTX-VI) (TsTXVI) (Toxin VI) (Ts 1173399 62
procalin [Arjditoma protracta]. 15426413 169

enomAllgrgen 5.01 (Antigen 5-1) (Ag5-1) (Allergen Vesp ¢ 5.01) 549184 202

o Alergen 5.02 (Antigen 5-2) (Ag5-2) (Allergen Vesp ¢ 5.02) 549185 202
epbryallergen 5 (Antigen 5) (AgS) (Allergen Vesp m 5). 6136165 202

aif A, Ves V 5, An Allergen From Vespula Vulgaris Venom. 11514279 209
Aydlurononglucosaminidase (Hyaluronidase) (Allergen Ves v 2) (Vesv 1346323 331
aflergen S. 162551 227
phospholipase Al (EC 3.1.1.32), allergen Ves m | - eastern 482382 300
allergen 5; antigen S [Vespula vulgaris]. 4826574 204
Venom allergen 5 (Antigen 5) (AgS) (Allergen Ves f 5) (Ves f V). 549189 204
Venom allergen 5 (Antigen 5) (Ag5) (Allergen Ves g 5) (Ves g V). 549190 204
Venom allergen 5 (Antigen 5) (Ag5) (Allergen Ves m 5) (Ves m V). 549191 204
Venom allergen 5 (Antigen 5) (Ag5) (Allergen Ves p 5) (Ves p V). 549192 204
Venom allergen 5 (Antigen 5) (AgS) (Allergen Vess 5) (Ves s V). 549193 205
Venom allergen 5 (Antigen 5) (Ag5) (Allergen Ves vi 5) (Ves vi V). 549194 206
hyaluronidase b [Vespula vulgaris]. 62147665 340
allergen and phospholipase Al. 897647 336
Comments Gl # AA
precursor Can f 11 [Canis familiaris]. 29292272 177
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Canis familiaris
Canis familiaris
Canis familiaris
Canis familiaris
Canis familiaris
Canis familiaris
Canis familiaris
Cavia porcellus
Cavia porcellus
Cavia porcellus
Cavia porcellus
Felis catus

Felis catus

Felis catus

Felis catus

Felis catus

Felis catus

Felis catus

Felis catus

Felis catus

Felis catus

Felis catus
Macaca mulatta
Mus musculus
Mus sp.

Mus muscuius
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Mus musculus
Rattus norvegicus
Rattus norvegicus
Rattus norvegicus
Rattus norvegicus

Thaumetopoea pityocampa

Aeroallergens fungi

Species

Alternaria altemata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata

Alternaria brassicicola

Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria alternata
Alternaria cetera

Alternaria mouchaccae
Alternaria argyranthemi

Alternaria conjuncta
Alternaria photistica

precursor Can f1I [Canis familiaris].

Major allergen Can f 1 precursor (Allergen Dog 1).

Minor allergen Can f 2 precursor (Allergen Dog 2).

albumin [Canis familiaris].

epithelial dog allergen - Canis familiaris (fragment).

albumin [Canis familiaris}.

albumin [Canis familiaris].

Eosinophil granule major basic protein 1 precursor (MBP-1).
Major allergen Cav p 2.

Major urinary protein (MUP) (Allergen Cav p 1).

Eosinophil granule major basic protein 2 precursor (MBP-2).
Major allergen I polypeptide chain 1 precursor (Allergen Fel d 1-A)
fel d I chain 1 precursor with leader B [Felis catus].

fel d I chain 1 precursor with teader A [Felis catus].

major allergen 1.

major allergen 1.

prostaglandin FP receptor [Felis catus].

cystatin [Felis catus].

Chain A, Crystal Structure Of Fel D 1- The Major Cat Allergen.
Fel d 4 allergen [Felis catus].

albumin precursor [Felis catus]. .
Major allergen I polypeptide chain 2 precursor (Allergen Fel d 1-B)
encephalitogenic peptide M.

androgen-binding protein eta [Mus musculus].

DEC-205=205 kda protein allergen {N-terminal} [mice, outbred CD-1
Major urinary protein 6 precursor (MUP 6) (Alpha-2U-globulin)
TPA_exp: allergen dI chain C2A [Mus musculus].

TPA _exp: allergen dlI chain C2C [Mus musculus].

TPA_exp: allergen dI chain C2D {Mus musculus].

TPA_exp: allergen dI chain C2Y [Mus musculus].

androgen binding protein zeta [Mus musculus].

androgen binding protein gamma [Mus musculus]).

androgen binding protein gamma [Mus musculus].

androgen binding protein beta [Mus musculus].

cysteine-rich secretory protein {Mus musculus].

lacrimal androgen-binding protein delta [Mus musculus].

Major urinary protein precursor (MUP) (Alpha-2u-globulin)
Niemann Pick type C2 [Rattus norvegicus}.

PREDICTED: similar to Major urinary protein precursor (MUP)
Alpha-2u globulin.

Thapl.

Comments

proteindisul fidisomerase [ Alternaria alternata].

Aldehyde dehydrogenase (ALDDH) (Allergen Alt a 10) (Alt a X).
608 acidic ribosomal protein P1 (Allergen Alta 12) (Alta XII).
Alt al [Alternaria alternata].

Enolase (2-phosphoglycerate dehydratase) (2-phospho-D-glycerate
Heat shock 70 kDa protein (Allergen Alt a 3).

major allergen Alt a 1 subunit [Altemaria alternata].

ribosomal P2 phosphoprotein [Alternaria altemata].

major allergen-like protein precursor [Alternaria brassicicola].
putative nuclear transport factor 2 [Alternaria alternata].

major allergen alt al [Alternaria alternata].

allergen r Alt a 2 [Alternaria alternata].

major allergen Alt a 1 subunit [Altermaria alternata].

minor allergen, ribosomal protein [Alternaria alternata}.

minor allergen [Alternaria alternata).

major allergen alt al [Alternaria cetera].

major allergen alt al [Alternaria mouchaccae].

major allergen alt al [Alternaria argyranthemi].

major allergen alt al [Alternaria conjuncta).

major allergen alt al [Alternaria photistica].

29292274
3121745
3121746
3319897
60729635
633938
6687188
119238
32363133
32469617
544241
1169665
1364212
1364213
163823
163827
17224444
17939981
38492847
45775300
886485
232086
229507
10181188
1174278
20178291
28476845
28476849
28476851
28476853
30315676
30315678
45331198
45331208
56694673
8926324
127533
27465565
62649086
81890324
74798355

Gl #

1006624
1169290
1350779
1421808
14423684
14423730
1842045
1850540
20279107
21748153
21913174
4097481
45680856
467617

467619

49476471
49476473
49476475
49476477
49476479

179
174
180
585
13
265
608
233

15

AA
433
495
110
135
438
152
157
113
158
124
115
190
157
113
204
138
138
138
138
138
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Alternaria oregonensis
Alternaria metachromatica
Alternaria radicina
Alternaria carotiincultae
Alternaria petroselini
Alternaria smyrnii
Alternaria cheiranthi
Alternaria blumeae
Alternaria dauci
Alternaria crassa
Alternaria macrospora
Alternaria pseudorostrata
Alternaria porri

Alternaria tagetica
Alternaria capsici
Alternaria solant
Alternaria cucumerina
Alternaria tenuissima
Alternaria arborescens
Alternaria longipes
Alternaria dumosa
Alternaria limoniasperae
Alternaria sonchi
Alternaria cinerariae
Alternaria brassicae
Alternaria mimicula
Alternaria japonica
Alternaria eryngii
Alternaria euphorbiicola
Arthroderma benhamiae
Arthroderma benhamiae
Arthroderma benhamiae
Arthroderma benhamiae
Aspergillus oryzae
Aspergillus oryzae
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus niger
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus niger

¥4
atu
Ygatds

'mi gAtug

illds fupightus
Aspeegilus fampfgatus
Aspergillug fymigatus
Aspergil/is fumigatus

'\gsper {l1y§ fumigatus

o

major allergen alt al [Alternaria oregonensis].
major allergen alt al {Alternaria metachromatica].
major allergen alt al {Alternaria radicina].
major allergen alt al [Alternaria carotiincultae].
major allergen alt al [Alternaria petroselini].
major allergen alt al [Alternaria smyrnii).

major allergen alt al [Alternaria cheiranthi].
major allergen alt al [Alternaria blumeae].
major allergen alt al [Alternaria dauci].

major allergen alt al {Alternaria crassa].

major allergen alt al {Alternaria macrospora].
major allergen alt al [Alternaria pseudorostrata].
major allergen alt al [Alternaria porri].
major allergen alt al [Alternaria tagetica).
major allergen alt al [Altemaria capsici].
major allergen alt al [Alternaria solani].

enffanfiael.

ermd b¢nhamiae).
révursgy (Paka-amylase A) (TAA)
o%kali e groteinase) (ALP) (Aspergillus
Aspus igatus].
nesé suPefoxige gfsmutase [Aspergillus fumigatus).
enefisfelated protein precursor [Aspergillus
it ribgéopfial protein L3 [ Aspergillus fumigatus].

K:;}ne pfojfinase [Aspergillus fumigatus].
xylomdase [ Adpgfeillus niger].
peroxisoma)-like protein { Aspergillus fumigatus].
rAsp f 7 [ Aspergillus fumigatus].

sp 9 Abpergillus fumigatus].
sAyneprofease.
Igk Binding protein {Aspergillus fumigatus].
rAfpZ 4 [ Aspergillus fumigatus].

Agp f 13 [Aspergillus fumigatus].

Adpfl allergen [Aspergillus fumigatus].
gE-binding protein [Aspergillus fumigatus].
allergen [Aspergillus fumigatus].
metalloprotease (MEP) [Aspergiilus fumigatus].
beta-xylosidase [Aspergillus niger].
suppressor protein spt23-related, with ankyrin repeats [ Aspergilius
Oryzin precursor (Alkaline proteinase) (ALP) (Elastase)
PPlase [ Aspergillus fumigatus].
Asp FII [Aspergillus fumigatus].
rAsp f 8 {Aspergillus fumigatus).
Allergen Asp fl [
Major allergen Asp 2 precursor (Asp fI1).
Heat shock protein 90 (Heat shock protein hspl) (65 kDa IgE-binding
major allergen 1 18kDa antigen [Aspergillus fumigatus].
aspergillopepsin i [Aspergillus fumigatus].
Ribonuclease mitogillin precursor (Major allergen Asp f 1) (Asp

hrod
hn’mma be iae].
AnEo 'ma Jenhamiae).

49476501

49476503

49476505
49476507
49476509
49476511
49476513
49476515
49476519
49476521
49476523
49476525
49476527
49476529
49476531
49476533
49476535
49476539
49476541
49476543
23894232
23894240
23894244
23894248
113779
129235
13925873
1648970
19309414
21215170
2143220
2181180
2769700
2879888
2879890
289172
2980819
3005839
3005841
3021324
3219530
3643813
3776613
4235093
42820661
464318
5019414
664852
6686524
74665726
83300352
83303658
9280360
963013
54039254
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Candida albicans Alcoho! dehydrogenase 1 (40 kDa allergen) (Allergen Cand a 1) (Can 1168348 350
Candida boidinii Putative peroxiredoxin-A (Thioredoxin reductase) (Peroxisomal 130360 167
Candida boidinii Putative peroxiredoxin-B (Thioredoxin reductase) (Peroxisomal 130361 167
Candida albicans Fructose-bisphosphate aldolase (37 kDa major aliergen) (IgE-binding 18203509 40
Candida albicans Enolase 1 (2-phosphoglycerate dehydratase) (2-phospho-D-glycerate 232054 440
Candida albicans putative aminoacid permease protein [Candida albicans]. 24461764 648
Candida albicans 29 kDa IgE-binging protein {Candida albicans]. 37548637 236
Candida albicans hypothetical protein Ca019.557 [Candida albicans SC5314]. 46431500 341
Candida albicans hypothetical protein Ca019.8192 [Candida albicans SC5314]. 46431509 341
Coprinus comatus Cop cl allergen [Coprinus comatus]. 4538529 81
Coprinus comatus thioredoxin [Coprinus comatus]. 5689669 106
Coprinus comatus rCop c3 [Coprinus comatus]. 5689671 328
Coprinus comatus rCop c5 [Coprinus comatus]. 5689673 141
Coprinus comatus rCop ¢7 {Coprinus comatus}. 5689675 152

Cryptococcus neoformans allergen, putative [Cryptococcus neoformans var. neoformans JEC21). ~ 57227639 234

Cryptococcus neoformans thioredoxin (allergen cop ¢ 2) [Cryptococcus neoformans var. 58265022 104
Davidiella tassiana ribosomal protein P1 {Davidiella tassiana]. 1143425 110
Davidiella tassiana Minor allergen Clah 7 (Clah 5) (Clah V). 1168970 204
Davidiella tassiana 608 acidic ribosomal protein P2 (Allergen Cla h 3) (Cla h I11). 1173074 111
Davidiella tassiana 608 acidic ribosomal protein P2 (Minor allergen Cla h4) (Clah 21542440 111
Davidiella tassiana putative nuclear transport factor 2 [Davidiella tassiana]. 21748151 125
Davidiella tassiana hydrophobin [Davidiella tassiana]. 22796153 105
Davidiella tassiana enolase; phosphopyruvate hydratase [Davidiella tassiana]. 467660 440
Davidiella tassiana Enolase (2-phosphoglycerate dehydratase) (2-phospho-D-glycerate 6015094 440
Davidiella tassiana Heat shock 70 kDa protein (Allergen Cla h4) (Cla hIV). 729764 643
Davidiella tassiana aldehyde dehydrogenase (NAD+) [Davidiella tassiana). 76666769 496
Embellisia allii major allergen alt al [Embellisia allii]. 49476559 138
Embellisia indefessa major allergen alt al [Embellisia indefessa]. 49476561 137
Embellisia novae-zelandiae major allergen alt al [Embellisia novae-zelandiae]. 49476563 136
Embellisia telluster major allergen alt al [Embellisia telluster]. 49476565 138
Epicoccum nigrum [Segment 1 of 2] Major allergen Epi p 1 (Epl n 14625%). 24636821 12
Fusarium culmorum 608 acidic ribosomal protein P2 [Fusarium culmorum]. 19879657 109
Fusarium culmorum thioredoxin-like protein [Fusarium culmorum}. 19879659 121
Fusarium culmorum helix-loop-helix protein {Fusarium culmorum]. 25361513 450
Fusarium culmorum hypothetical protein {Fusarium culmorum). 27965571 342
Gibberella zeae ENO_ALTAL Enolase (2-phosphoglycerate dehydratase) 46108928 438
Gibberella zeae RLA2_ALTAL 60S acidic ribosomal protein P2 (Minor allergen Alta 6) 46122455 109
Gibberella zeae RL.A1_CLAHE 60S acidic ribosomal protein pl (aliergen cla h 12) (CLA 46137705 108
Haematonectria haematococca Allergen Fus s 13596*. 3122132 8

Lewia ethzedia major allergen alt al [Lewia ethzedia). 49476483 138
Macrospora scirpicola major allergen alt al [Macrospora scirpicola]. 49476555 138
Malassezia sympodialis allergen [Malassezia sympodialis]. 1261972 350
Malassezia furfur Major allergen Mal f 1 precursor (Pit o 1). 13959403 350
Malassezia sympodialis atlergen {Malassezia sympodialis]. 19069920 342
Malassezia sympodialis manganese superoxide dismutase [Malassezia sympodialis]. 28569698 237
Malassezia furfur MF1 [Malassezia furfur]. 3445490 177
Malassezia furfur MF2 [Malassezia furfur]. 3445492 166
Malassezia sympodialis allergen [Malassezia sympodialis]. 4138171 172
Malassezia sympodialis allergen [Malassezia sympodialis]. 4138173 162
Malassezia sympodialis allergen [Malassezia sympodialis]. 4138175 187
Malassezia furfur major allergenic protein Mal f4 [Malassezia furfur]. 4587985 342
Malassezia sympodialis allergen [Malassezia sympodialis]. 7271239 179
Malassezia furfur allergen Mal f3 - Malassezia furfur. 7514251 166
Malassezia sympodialis mala s 12 allergen precursor [Malassezia sympodialis]. 78038796 618
Neurospora crassa probable rAsp f9 allergen [Neurospora crassa). 28949979 301
Neurospora crassa related to rasp f 7 aliergen [Neurospora crassa). 28950043 265
Nimbya caricis - major allergen alt al [Nimbya caricis]. 49476557 138
Penicillium oxalicum vacuolar serine protease [Penicillium oxalicum). 12005497 503
Penicillium citrinum vacuolar serine protease [Penicillium citrinum]. 12005501 358
Penicillium citrinum enolase [Penicillium citrinum]. 13991101 438
Penicillium chrysogenum vacuolar serine protease [Penicillium chrysogenum]. 14215732 494
Penicillium citrinum Heat shock 70 kDa protein (Allergen Pen ¢ 19). 14423733 503
Penicillium chrysogenum alkaline serine protease [Peniciilium chrysogenum]. 21069093 398

Penicillium citrinum unknown {Penicillium citrinum]. 38326693 228
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Penicillium citrinum
Penicillium citrinum
Penicillium citrinum
Penicillium chrysogenum
Penicillium chrysogenum
Penicillium chrysogenum
" Pleospora tarda
Pleospora herbarum
Rhodotorula mucilaginosa
Saccharomyces cerevisiae
Schizophyllum commune
Schizophyllum commune
Scomber japonicus
Stemphylium vesicarium
Stemphylium callistephi
Trichophyton tonsurans
Trichophyton schoenleinii
Trichophyton schoenleinii
Trichophyton rubrum
Trichophyton rubrum
Ulocladium cucurbitae
Ulocladium alternariae
Ulocladium botrytis
Ulocladium atrum
Ulocladium chartarum
Verticillium dahliae
Verticillium dahliae

Aeroallergens mites
Species

Acarus siro

Blomia tropicalis
Blomia tropicalis
Blomia tropicalis
Blomia tropicalis
Blomia tropicalis
Blomia tropicalis
Blomia tropicalis
Blomia tropicalis
Chironomus thummi
Chironomus thummi

Pen c 1; alkaline serine protease [Penicillium citrinum)].
alkaline serine protease Pen c2 [Penicillium citrinum].
peroxisomal membrane protein [Penicillium citrinum].
allergen Pen n 13 [Penicillium chrysogenum].

allergen Pen n 18 [Penicillium chrysogenum].

68 kDa allergen [Penicillium chrysogenum].

major allergen alt al {Pleospora tarda].

major allergen alt al {Pleospora herbarum].

Enolase (2-phosphoglycerate dehydratase) (2-phosphoD-glycer!

Chain A, Yeast Profilin, Cubic Crystal Form.

pSc7 protien [Schizophyllum commune].

pScl4 protein [Schizophyllum commune]. @
parvalbumin [Scomber japonicus].

major allergen alt al [Stemphylium vesicariup] ’Q

major allergen alt al {Stemphylium callistephi) O
83 kDa hypersensitivity protein (Protein [X)

tri s 4 allergen [Trichophyton schoenleighi %’
tri m 2 allergen {Trichophyton schoenj€ipfi].

Trir 4 allergen [Trichophyton rubi

Trir 2 allergen [Trichophyton rubgry K/

major allergen alt al [Ulocladiup ghcurby

major allergen alt al [Ulocladjdnyaltern: ].

major allergen alt al [Uloclgdiyfm botrytis].

major allergen alt al [Ulogfagfum afrum].

major allergen alt al [Ulgc], dium@am ]

allergen rAsp 9-like pyOtgin [ VerticiTliund dahliae].
allergen Asp f2-like jro) irL{V iy dahiiae].

K/,y

Commentg
lipid binding pfotei @fus Arof.
allergen [Blofnia t%ﬁsl
cysteing/pybteasefprévursoy [Flomia tropicalis].
paramiof nallég}([Bl J tropicalis).
try é Blo Oplc isf.

Bfomia tropicalis].
afor lgg{?dm profein Blo t S [Blomia tropicalis].

u

erg rsof {Jlomia tropicalis].

all 4 tfopicalis].
ZD?TT- precursor (Erythrocruorin III).

Globitf CTY-1¥ precursor.

Chironomus thummi Globin CITAVIIL
Chironomus thummi lobin £TA-VIIB-3 precursor.
Chironomus thummi b T-VIIB-6 precursor.
Chironomus thummi 'g/ ofin/CTT-VIIB-7 precursor.
Chironomus thumiy obn CTT-IIIA.
Chironomus thurghni/ /) fighin CTT-X.

Chironomus thyfngfi K/

Chironomus tfughmi
Chironomuy/thfmmi

Chironomyds fhurmeni
Chirong lhummi)’

Chirogorpus th

Chirgngimus tp i

Chirg omusis

’ s peyonyssinus
Dgrmat ideg pyronyssinus
Derm: goigespteronyssinus

tophaggidgs pteronyssinus
D phagojdes microceras
Dermatopjfagsides farinae
Dermatgphgoides pteronyssinus

'\l;grm 'ophagoides pteronyssinus

©Q

~ Globin CTT-II beta precursor.

lobin CTT-IX precursor.
Globin CTT-I/CTT-1A precursor (Erythrocruorin).
Globin CTT-VI precursor.
Globin CTT-VIIB-4 precursor (Erythrocruorin).
Globin CTT-VIIB-5/CTT-VIIB-9 precursor.
Globin CTT-VIIA precursor.
tropomyosin {Chironomus kiiensis}.

unnamed protein product [Dermatophagoides pteronyssinus].
unnamed protein product [ Dermatophagoides pteronyssinus].

group I1I allergen - house-dust mite (Dermatophagoides
Der p 7 allergen polypeptide.

Major mite fecal allergen Der m 1 (Der m1).

Der f 3 mite allergen.

Alpha-amylase (Allergen Der p 4) (Der p1V).

Mite group 2 allergen Der p 2 precursor (Der p II) (DPX).

77078092
15988101
169865
386678
29420793
49476465
49476467
1708296
23894227
23894260
5813788
5813790
49476545
49476547
49476549
49476551
49476553
42742375
42742377

Gl #
4049356
1377859
14276828
21954740
25989482
25989484
4204917
902012
915347
121219
121227
121237
121244
121248
121249
121256
121259
1707908
1707911
2506460
2506461
56405052
56405054
56405306
7321108
10189811
10189816
102832
1045602
127205
1314736
1351935
1352237

AA

130
221
875
266
338
134
144

151
151
151
161
161
162
151
151
160
161
158
162
161
161
161
285
215
213
18
215

232
19
146
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Dermatophagoides pteronyssinus  Mite allergen Der p 5 (Der P V) (IgE-binding allergen). 1352238 132
Dermatophagoides pteronyssinus  Mite allergen Der p 6 (Der p VI) (DP5). 1352239 20
Dermatophagoides farinae allergen Def f11 precursor [ Dermatophagoides farinae]. 13560629 170
Dermatophagoides farinae Mag4d4 [Dermatophagoides farinae]. 1359436 299
Dermatophagoides farinae paramyosin-like allergen [Dermatophagoides farinae]. 13785807 692
Dermatophagoides farinae Mite allergen Der f 6 precursor (Der f VI) (DFS). 14424450 279
Dermatophagoides pteronyssinus  ferritin heavy chain-like protein {Dermatophagoides pteronyssinus). 15072346 180
Dermatophagoides farinae Mag3 [Dermatophagoides farinae]. 1545803 349
Dermatophagoides farinae major Der f 2 isoform [Dermatophagoides farinae]. 17978844 129
Dermatophagoides pteronyssinus  group 14 aliergen protein {Dermatophagoides pteronyssinus]. 20385544 1662
Dermatophagoides pteronyssinus  Chain A, X-Ray Structure Of Der P 2, The Major House Dust Mite 21465915 129
Dermatophagoides farinae gelsolin-like allergen Der f 16 [Dermatophagoides farinae]. 21591547 480
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725560 222
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus). 21725562 222
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725564 222
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725566 222
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725568 222
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725570 222
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725572 222
Dermatophagoides pteronyssinus ~ unnamed protein product { Dermatophagoides pteronyssinus]. 21725574 222
Dermatophagoides pteronyssinus  unnamed protein product { Dermatophagoides pteronyssinus). 21725576 222
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725578 222
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725580 222
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus). 21725582 129
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725584 129
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725586 129
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725588 129
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinusj. 21725590 129
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725592 129
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725594 129
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus]. 21725596 129
Dermatophagoides pteronyssinus  unnamed protein product [Dermatophagoides pteronyssinus). 21725600 129
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725602 129
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 21725604 129
Dermatophagoides farinae mite allergen Der f1I precursor {[Dermatophagoides farinae]. 217306 146
Dermatophagoides farinae mite altergen Der 11 precursor [Dermatophagoides farinae]. 217308 138
Dermatophagoides pteronyssinus  serine protease [Dermatophagoides pteronyssinus). 22595342 244
Dermatophagoides pteronyssinus  tropomyosin [Dermatophagoides pteronyssinus]. 2353266 284
Dermatophagoides pteronyssinus  tropomyosin {Dermatophagoides pteronyssinus]. 2440053 284
Dermatophagoides farinae Mite allergen Der f 7 precursor (Der f VII). 2498299 213
Dermatophagoides farinae Mite allergen Der f 3 precursor (Der {11II). 2507248 259
Dermatophagoides farinae trypsin-like protease=Der f1I1 allergen homolog {N-terminal} 259012 20
Dermatophagoides farinae Der f 1 allergen preproenzyme [Dermatophagoides farinae]. 27530349 321
Dermatophagoides farinae 60 kDa allergen Der f 18p [Dermatophagoides farinae]. 27550039 462
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 28798085 132
Dermatophagoides pteronyssinus  unnamed protein product [ Dermatophagoides pteronyssinus]. 29786835 302
Dermatophagoides pteronyssinus  trypsin-like serine protease [Dermatophagoides pteronyssinus}. 31745576 273
Dermatophagoides pteronyssinus  serine protease LM-1 [Dermatophagoides pteronyssinus]. 37654735 261
Dermatophagoides pteronyssinus  HDM allergen {Dermatophagoides pteronyssinus]. 37778944 875
Dermatophagoides pteronyssinus  Tertiary Structure Of The Major House Dust Mite Allergen Der P 2, 3891991 129
Dermatophagoides farinae DF5=allergen {N-terminal} [Dermatophagoides farinae=mites, Peptide 404371 20
Dermatophagoides pteronyssinus  alpha-amylase {Dermatophagoides pteronyssinus]. 5059162 496
Dermatophagoides pteronyssinus ~ Der p 3 allergen. 511476 261
Dermatophagoides pteronyssinus ~ Der p 1 allergen preproenzyme [Dermatophagoides pteronyssinus]. 511953 320
Dermatophagoides farinae Der f 11 [Dermatophagoides farinae]. 546852 142
Dermatophagoides farinae mite allergen Der f 2 {Dermatophagoides farinae]. 55859466 146
Dermatophagoides farinae Der {2 [Dermatophagoides farinae]. 55859468 146
Dermatophagoides farinae mite allergen Der f2 [Dermatophagoides farinae). 55859470 146
Dermatophagoides farinae group 2 allergen [Dermatophagoides farinae]. 56378069 146
Dermatophagoides farinae 98kDa HDM allergen [Dermatophagoides farinae]. 5815436 555
Dermatophagoides pteronyssinus ~ Der p 1 atlergen [Dermatophagoides pteronyssinus]). 61608445 216
Dermatophagoides farinae allergen Der f1 precursor - house-dust mite (Dermatophagoides 627141 319
Dermatophagoides farinae Allergen MAG29. 729970 145
Dermatophagoides farinae Allergen Mag. 729979 341
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Dermatophagoides farinae
Dermatophagoides pteronyssinus
Dermatophagoides pteronyssinus
Dermatophagoides farinae
Dermatophagoides pteronyssinus
Dermatophagoides pteronyssinus
Dermatophagoides pteronyssinus
Euroglyphus maynei
Euroglyphus maynei
Euroglyphus maynei
Euroglyphus maynei
Euroglyphus maynei
Euroglyphus maynei
Euroglyphus maynei
Glycyphagus domesticus
Glycyphagus domesticus
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Lepidoglyphus destructor
Tyrophagus putrescentiae
Tyrophagus putrescentiae

Aeroallergens insects
Species

Argas reflexus
Blattella germanica
Blattelia germanica
Blattelia germanica
Blatteila germanica
Blattelia germanica
Blattella germanica
Blattella germanica
Blattella germanica
Blattella germanica
Ixodes ricinus
Lepisma saccharina
Lepisma saccharina
Periplaneta americ:
Periplaneta ameriga

P

er;
P eta 3
PierisTapg

Plodia inferunctella
I\gjodia rpunctella

Q

Major mite fecal allergen Der f | precursor (Der f1).

Major mite fecal allergen Der p 1 precursor (Der p I).

Major fecal allergen Der p 1-associated protein.

Major Der f2 isoform.

major allergen p Dp 15 [Dermatophagoides pteronyssinus).

IgE-binding protein C-terminal fragment (148 AA) [Dermat goide:

Der p V allergen [Dermatophagoides pteronyssinus].

Mite group 2 allergen Eur m 2 precursor.

Mite allergen Eur m 3 precursor. 'Q’

group 2 allergen Eur m 2 0102 [Euroglyphus maynei}/ ’

group 1 allergen Eur m 1 0101 precursor [Euroglypfuy'ma eI[Dl

group 1 allergen Eur m 1 0102 [Euroglyphus mayfej. %

alpha-amylase precursor [Euroglyphus maynei

high molecular weight allergen M-177 precurgor, Eurog@ﬂus
" Gly d 2 [Glycyphagus domesticus].

gly d 2.02 isoform [Glycyphagus domesti

Mite allergen Lep d 7 precursor.

Mite allergen Lep d 5.

Fatty acid-binding protein (Allerge dA3).

Tropomyosin (Allergen Lep d 10) K/

allergen Lepd 1.01.

allergen Lep d 1.02.

alpha tubulin [Lepidoglyphug/dgstructor].

Lep D 2 precursor [Lepido, us destructorf.

Lep D 2 precursor [Lepi hu@!ruc dr
- 1Jogl yphys destructor.

glyph stryltof|.

group 2 allergen [T#r: hagﬂjssz!rescn fae].
fatty acid-biding gr ein’[&/.r/o agys pltrescentiae].

Y

as I'¢

%

gkus].

1a g2 precursor (Allergen Bla g II).
e gA.QZ [Blattella germanica].

g%? Blag 140101 [Blattella germanica].
a pllerden {peplide 143-111} [Blattella germanica=German
@ge péptide 143-115} {Blattella germanica=German
hipne $ftrahsferase (GST class-sigma) (Major allergen Bla g
Chain A, THe Ftructure Of Mutant (N93q) Of Bla G 2.
tropomyofinfBlattella germanica].

il protein [1xodes ricinus].

llerges
pyghin [Lepisma saccharina].
,.g/t pdspfyosin {Lepisma saccharina].

allrgén [Periplaneta americana].

Allgfgen [Periplaneta americana).

aflergen [Periplaneta americana).

allergen [Periplaneta americana).

tropomyosin [Periplaneta fuliginosa].

ribosomal protein S12 [Periplaneta americana].
Rabl 1 [Periplaneta americana].

Cr-PI1 allergen [Periplaneta americana].

Cr-PlI allergen [Periplaneta americana).

Cr-PlI [Periplaneta americana].

allergen [Periplaneta americana].

major allergen Per a 1.0105 [Periplaneta americana).
major allergen Pera 1.0101 {Periplaneta americana].
tropomyosin [Periplaneta americana}.

tropomyosin {Periplaneta americana}.
nitrile-specifier protein [Pieris rapae].

arginine kinase [Plodia interpunctelia).

unnamed protein product [Plodia interpunctella].

74820084
807188
90
9385
4423649
4423685
3941386
3941388
3941390
5059164
6492307
6179520
7160811
14423650
14423651
14423714
14423956
1582222
1582223
19702131
21213898
21213900
2147108
999462
2182106
51860756

GI#
58371884
1166573
1703445
4240395
4572592
544618
544619
6225491
62738637
8101069
28564461
20387027
20387029
1531589
1580792
1580794
1580797
19310971
21217441
21217443
2231297
2253610
2580504
2897849
30144660
4240399
4378573
4468639
40288346
15886861
21335404

&
300§6
8156

1668

216
110
131
284
141
141
450
141
141
141
141
141
131

285
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Plodia interpuncteila unnamed protein product [Plodia interpunctella]. 21335406 705
Plodia interpunctella unnamed protein product [Plodia interpunctella]. 21335408 254
Polypeditum nubifer Pol n I component MV=allergenic monomeric hemoglobin {N-terminal} 1703681 37
Tenebrio molitor cockroach allergen-like protein [Tenebrio molitor]. 32967475 595
Aeroallergens pollen

Species Comments Gl # AA
Agrostis alba pollen allergen Agra I - bent grass (fragment). 320606 26
Agrostis alba Group | allergen Agral (Form 2), pollen. 75139987 35
Agrostis alba Group I allergen Agr al (Form 1), pollen. 75139989 35
Alnus glutinosa Aln g1 {Alnus glutinosa]. 261407 160
Alnus glutinosa pollen allergen Aln g 4 [ Alnus glutinosa]. 3319651 85
Ambrosia artemisiifolia Pollen allergen Amb a 1.1 precursor (Antigen E) (AgE) (Antigen Amb 113475 396
Ambrosia artemisiifolia Pollen allergen Amb a 1.2 precursor (Antigen E) (Antigen Amb aI) 113476 398
Ambrosia artemisiifolia Polien allergen Amb a 1.3 precursor (Antigen E) (Antigen Amb a I). 113477 397
Ambrosia artemisiifolia Pollen allergen Amb a 1.4 precursor (Antigen E) (Antigen Amb a I). 113478 392
Ambrosia elatior Polien allergen Amba 5 (Amb a V) (Allergen Ra$). 114090 45
Ambrosia trifida Pollen allergen Amb t 5 precursor (Amb t V) (Allergen RaSG). 114091 73
Ambrosia artemisiifolia Nonspecific lipid-transfer protein precursor (LTP) (Pollen allergen 14285595 118
Ambrosia artemisiifolia antigen E. 166443 397
Ambrosia artemisiifolia profilin-like protein [Ambrosia artemisiifolia). 34851178 131
Ambrosia artemisiifolia profilin-like protein [Ambrosia artemisiifolia). 34851180 131
Ambrosia artemisiifolia profilin-like protein [Ambrosia artemisiifolia]. 34851182 133
Ambrosia elatior Pollen allergen Amb a 3 (Amb a II) (Allergen Ra3). 416636 101
Ambrosia psilostachya Amb p V ailergen. 515953 77
Ambrosia psilostachya Amb p V allergen. 515954 77
Ambrosia psilostachya Amb p V allergen. 515955 71
Ambrosia psilostachya Amb p V alfergen. 515956 77
Ambrosia psilostachya Amb p V allergen. 515957 77
Ambrosia artemisiifolia allergen Amb a 1.2 precursor - common ragweed. 539048 398
Ambrosia artemisiifolia allergen Amb a 1.3 precursor - common ragweed. 539049 397
Ambrosia artemisiifolia Pollen allergen Amb a 2 precursor (Antigen K) (Antigen Amb a II). 113479 397
Anthoxanthum odoratum pollen allergen Ant o I - sweet vernal grass (fragment). 320607 26
Anthoxanthum odoratum Group 1 allergen Ant o I (Form 1), pollen. 75139986 32
Anthoxanthum odoratum Group I allergen Ant o I (Form 2), pollen. 75139990 32
Artemisia vulgaris major pollen allergen Art v [ precursor [Artemisia vulgaris]. 27818335 132
Betula pendula allergenic isoflavone reductase-like protein Bet v 6.0102 [Betula 10764491 308
Betula pendula Chain A, Birch Pollen Allergen Bet V 1 Mutant N28t, K32q, E45s, 11514622 159
Betula pendula Calcium-binding allergen Bet v 3 (Bet v III). 1168696 205
Betula pendula Major pollen allergen Bet v 1-B (Bet v I-B). 1168701 160
Betula pendula Major poilen allergen Bet v 1-C (Bet v I-C). 1168702 160
Betula pendula Major pollen allergen Bet v 1-D/H (Bet v I-D/H). 1168703 160
Betula pendula Major pollen allergen Bet v 1-E (Bet v I-E). 1168704 160
Betula pendula Major pollen allergen Bet v 1-F/I (Bet v I-F/I). 1168705 160
Betula pendula Major pollen atlergen Bet v 1-G (Bet v I-G). 1168706 160
Betula pendula Major pollen allergen Bet v 1-] (Bet v 1-]). 1168707 160
Betula pendula Major pollen allergen Bet v 1-K (Bet v I-K). 1168708 160
Betula pendula Major pollen allergen Bet v 1-L (Bet v I-L). 1168709 160
Betula pendula Major pollen allergen Bet v 1-M/N (Bet v I-M/N). 1168710 160
Betula platyphylla Bet vl jap] [Betula platyphylla var. japonica]. 12583681 160
Betula platyphylla Bet vl jap2 [Betula platyphylla var. japonica). 12583683 160
Betula platyphylia Bet vl jap3 [Betula platyphyila var. japonica). 12583685 160
Betula pendula Profilin (Pollen allergen Bet v 2) (Bet v II). 130975 133
Betula penduia major allergen Bet v 1 {Betula pendula]. 1321714 160
Betula pendula major allergen Bet v 1 {Betula pendula). 1321716 160
Betula pendula major aliergen Bet v 1 [Betula pendula]. 1321718 160
Betula pendula major allergen Bet v 1 [Betula pendula]. 1321720 160
Betula pendula major allergen Bet v 1 [Betula pendula]. 1321722 160
Betula pendula major allergen Bet v 1 [Betula pendula). 1321724 160
Betula pendula major allergen Bet v 1 [Betula pendula). 1321726 160
Betuia pendula major allergen Bet v 1 [Betula pendula}. 1321728 160
Betula pendula pollen allergen Bet v 1 [Betula pendula]. 1542857 160
Betula pendula pollen allergen Bet v 1 {Betula pendula). 1542861 160
Betula pendula pollen allergen Bet v 1 [Betula pendula]. 1542863 160
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Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
_Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula
Betula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betuia péndula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Bemla pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Betula pendula
Carpinus betulus
Carpinus betulus
Carpinus betulus

pollen allergen Bet v 1 [Betula pendula).

pollen aliergen Bet v | [Betula pendula].

pollen aliergen Bet v | [Betula pendula).

pollen aliergen Bet v | [Betula pendula].

pollen allergen Bet v 1 [Betula pendula).

Birch Pollen Profilin.

peptidylprolyl isomerase (cyclophilin) [Betula pendula].
Bet v I=major allergen [Betula verrucosa=birch trees, pofe
major allergen Bet v 1 [Betula pendula].
polien allergen Betvl [Betula pendula].
pollen allergen Betv] [Betula pendula).
pollen allergen Betv! [Betula pendula].
pollen allergen Betvl [Betula pendula].
isoallergen {N-terminal} [birch, pollen, Peptide Partial, al.

isoallergen {N-terminal} [birch, pollen, Pepfi 298737 51
allergen Bet v 1x [Betula pendula]. 30908931 21
major poilen allergen Bet v I - Europeay/white gimeht). 320545 51
major pollen allergen Bet v II - Europga ite bi agment). 320546 51
Chain A, Birch Pollen Allergen Bet 38492423 159
pollen allergen Betvl, isoform at8{B/ftula . 4006928 160
pollen allergen Betvl, isoform ayl 0/ Be 4], 4006945 160

4006947 120
4006953 160

Eng 4006955 160
pollen allergen Betvl, isgho) ¥Pg . 4006957 160
pollen allergen Betvl, j a pendula]. 4006959 160
i o { pendula]. 4006961 160
pollen allergen Beyf1 7 {Fetfla pendula]. 4006963 120
pollen allergen i Beglila pendula). 4006965 160

pollen allergen Betv1, isofol
pollen allergen Betv1, isofor

pollen allergen €tula pendula]. 4006967 160
pollen allerg etvl la p#ndila). 4376216 159
pollen allergen/ Bety] [8£tulapepdulal. 4376219 159
n, Bgé['Bet a pendula). 4376220 159

tVY [Beslilay'pendula). 4376221 159

Kyﬂ [Betya pendula). 4376222 159

¢fula pendula). 4590392 160

Betula pendula]. 4590394 160

Betula pendula). 4590396 160

cture Of The Birch Pollen Allergen Bet V 4. 46014884 84

€ 534898 160

ofidula]. 534900 159

534910 160

Bigth Pollen Allergen Bet V 1. 6980540 159

JFet v 4 (Calcium-binding pollen allergen Bet v 4). 14423850 85

ergen Car b 1 [Carpinus betulus]. 1545875 160

dliergen Car b 1 [Carpinus betulus]. 1545877 160

efl allergen Car b 1 [Carpinus betulus]. 1545879 160
poMen allergen Car b 1 [Carpinus betulus]. 1545887 160
pbllen allergen Car b I [Carpinus betulus]. 1545891 160
pollen allergen Car b | {Carpinus betulus). 1545893 160
pollen allergen Car b 1 {Carpinus betulus]. 1545895 161
polien allergen Car b | {Carpinus betulus]. 1545897 161
Car b I=major allergen [Carpinus betulus=hornbeam trees, pollen, 239735 40
Car b 1 [Carpinus betulus]. 402745 159
Major pollen allergen Car b 1 isoforms 1A and 1B (Car B I). 730048 160
Major pollen allergen Car b | isoform 2 (Car b 1). 730049 160
Intracellular pathogenesis related protein. 75279798 140
Chaol [Chamaecyparis obtusa]. 1514943 375
Polygalacturonase precursor (PG) (Pectinase) (Major polien allergen 47606004 514
Che a 1 allergen precursor [Chenopodium album]. 22074346 168
polien allergen Che a 2 [Chenopodium album]. 29465666 131
pollen allergen Che a 3 [Chenopodium album]}. 29465668 86
profilin [Crocus sativus]. 58700651 131

Cry j 1 precursor [Cryptomeria japonica]. 19570315 374
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Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cryptomeria japonica
Cupressus arizonica
Cupressus sempervirens
Cupressus sempervirens
Cupressus arizonica
Cupressus sempervirens
Cupressus sempervirens
Cupressus sempervirens
Cupressus sempervirens
Cupressus sempervirens
Cupressus arizonica
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Cynodon dactylon
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dactylis giomerata
Dactylis glomerata
Dactylis glomerata
Dactylis glomerata
Dicranopteris linearis
Dicranopteris curranii
Dicranopteris linearis
Festuca arundinacea
Festuca arundinacea
Festuca arundinacea
Fraxinus excelsior
Fraxinus excelsior

isoflavone reductase-like protein CJP-6 [Cryptomeria japonica).
thaumatin-like protein [Cryptomeria japonica].

thaumatin-like protein [Cryptomeria japonica}.

thaumatin-like protein [Cryptomeria japonica].

allergen Cry j 2 [Cryptomeria japonica].

allergen Cry j 2 {Cryptomeria japonica].

allergen Cry j 2 [Cryptomeria japonica].

class 1V chitinase [Cryptomeria japonica].

polilen major allergen No.121 isoform 1 {Cryptomeria japonica].
pollen major allergen No.121 isoform 2 [Cryptomeria japonica).
polien allergen CJP38 {Cryptomeria japonica).

Polygalacturonase precursor (PG) (Pectinase) (Major pollen allergen
Sugi basic protein precursor (SBP) (Major allergen Cry j 1) (Cry j
putative allergen Cup a 1 [Cupressus arizonica].

PRS allergen Cup s 3.2 precursor [Cupressus sempervirens).

PRS5 allergen Cup s 3.3 precursor {Cupressus sempervirens].

cup a 1 protein [Cupressus arizonica].

Cup s 1 pollen allergen precursor {Cupressus sempervirens].

Cup s 1 pollen allergen precursor [Cupressus sempervirens].

Cup s 1 pollen atlergen precursor [Cupressus sempervirens).

Cup s 1 pollen allergen precursor [Cupressus sempervirens].

Cup s 1 polien allergen precursor [Cupressus sempervirens].

Cup a 3 protein [Cupressus arizonica}.

acidic Cyn d 1 isoallergen isoform 1 precursor {Cynodon dactylon).
Bl protein allergen [Cynodon dactyion].

B4 protein allergen [Cynodon dactylon].

B2 protein allergen {Cynodon dactylon}.

Major pollen allergen Cynd 1.

acidic allergen Cyn d 1 precursor [Cynodon dactylon].

acidic Cyn d 1 isoallergen isoform 2 precursor [Cynodon dactylon).
acidic Cyn d 1 isoallergen isoform 3 precursor [Cynodon dactylon].
acidic Cyn d 1 isoallergen isoform 4 precursor [Cynodon dactylon).
calcium-binding polien allergen [Cynodon dactyion].

profilin 1 [Cynodon dactylon].

pollen allergen Cyn d 23 {Cynodon dactylon].

pollen allergen Cyn d 15 [Cynodon dactylon].

pollen 2-phosphoglycerate dehydrogenase 2 precursor [Cynodon
pollen allergen (group II) [Cynodon dactylon].

FAD-linked oxidoreductase BG60 [Cynodon dactylon].

major allergen Cyn d 1=34 kda polypeptide {N-terminal} {Cynodon
major allergen Cyn d 1=29 kda polypeptide {N-terminal} {Cynodon
Cyn d 24 {Cynodon dactylon].

Cyn d Ib isoaliergen {N-terminal} [Cynodon dactylon=Bermuda grass,
Acidic Cyn d 1 isoallergen isoform 4 precursor.

allergen Dac g I1.

group 5 allergen precursor [Dactylis glomerata].

unnamed protein product [Dactylis glomerata).

unnamed protein product [Dactylis glomerata].

Dac glli allergen.

pollen allergen DG3 - orchard grass (fragment).

{Segment 1 of 4] Major polien allergen Dac g 4.

{Segment 2 of 4] Major polien allergen Dac g 4.

[Segment 3 of 4] Major poilen allergen Dac g 4.

{Segment 4 of 4] Major polien allergen Dac g 4.

group 1 allergen Dac g 1.01 precursor [Dactylis glomerata].

pollen aliergen (group 1I) [Dactylis glomerata].

28 storage protein-like albumin precursor [Dicranopteris linearis].
28 storage protein-like albumin precursor {Dicranopteris curranii].
28 storage protein-like albumin precursor {Dicranopteris linearis].
pollen allergen Fes e I type A - reed fescue (fragment).

pollen allergen Fes e I type B - reed fescue (fragment).

Group I allergen FeS e 1, pollen.

allergen Fra e 1.010] [Fraxinus excelsior].

allergen Fra e 1 [Fraxinus excelsior].

Page 32 of 550
19847822 306
22830593 232
22830595 233
22830597 230
24898904 514
24898906 514
24898908 514
56550550 281
62149368 278
62149370 290
62149372 348
1171004 514
1173367 374
19069497 367
38456228 225
38456230 225
6562326 346
8101711 367
8101713 367
8101715 367
8101717 367
8101719 367
9929163 199
10314021 244
1247373 n
1247375 73
1247377 247
14423757 246
15384338 244
16076693 262
16076695 262
16076697 262
1871507 82
2154730 131
32344779 118
32344781 112
37222051 446
4006978 122
41393750 522
451274 25
451275 38
51950706 153
691726 34
75249708 262
1093120 196
14423124 290
18093971 265
18093991 264
1825459 96
280409 28
32363464 12
32363465 11
32363466 17
32363467 15
33149333 240
4007040 122
6573243 125
6573245 125
6573247 125
320610 17
320611 20
75139991 35
33327133 145
34978692 146
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Fraxinus excelsior
Holcus lanatus
Holcus lanatus
Holcus lanatus
Holcus lanatus
Holcus lanatus
Holcus lanatus
Holcus lanatus
Holcus lanatus
Humuius japonicus
Humulus scandens
Humulus scandens
Juniperus oxycedrus
Juniperus ashei
Juniperus rigida
Juniperus rigida
Juniperus ashei
Juniperus virginiana
Juniperus oxycedrus
Juniperus ashei
Juniperus virginiana
Juniperus virginiana
Juniperus ashei
Ligustrum vulgare
Ligustrum vulgare
Lilium longiflorum
Lilium longiflorum
Lilium longiflorum
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium italicum
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lolium perenne
Lupinus luteus
Lupinus luteus
Lupinus luteus
Mercurialis annu
Olea europaea

Olea europdep
Olea eurgpgéa

'\(yea eyfopaca

QO

©

@4/

Fra € 1.0102 major allergen [Fraxinus excelsior].

protein with incomplete signal sequence {Holcus lanatus).
pollen allergen Hol 1 5b [Holcus lanatus].
group V grass pollen allergen [Holcus lanatus).
group V allergen [Holcus lanatus].

major group I allergen Hol 1 1 [Holcus lanatus).
pollen allergen (group II) [Holcus lanatus].
allergen Hol-ll [Holcus lanatus].

30K allergen.

Humj! [Humulus japonicus].

profilin-like protein [Humulus scandens].
profilin-like protein [Humulus scandens).
putative allergen jun o 1 [Juniperus oxycedrus],
elongation factor [Juniperus ashei}.

PR5 allergen Junr 3.1 precursor [Juniperus
PRS allergen Junr 3.2 precursor [Junipe
pollen major allergen 1-1 [Juniperus as

pollen allergen Jun o 4 [Juniperus ox4cgdr
allergen Jun a 3 [Juniperus ashei].
pollen major allergen 1-2 [Junipgfu virm

pollen major allergen 1-1 [Junifepds vir, a].
1 [Juniperus ashey].

profilin 2 {Lilium lo:

pollen allergen p) ecurgor - gerephigf ryegrass.

gﬁﬁl p fa prrecursor (Lol p Va) (Lol p Ib).
alleggeMLol ¢ 5§ precursor (Lol p Vb).
p 1IY[LAlium italicum].

A precursor; major allergen [Lolium

rge Lgt p 11 (Lol p XI).
Lol/ #{Lolium perenne].
ien n [LOljm perenne].

0 alm.
Lol g 1)
Pollen éllerdery/

allergen L4l $ 11 [Lolium perenne].
ollen gltepben Lol p 1 precursor (Lol p I) (Allergen R7).
in/A Lrystal Structure Of Pathogenesis-Related Protein
Chajh B, Crystal Structure Of Pathogenesis-Related Protein
C

Jaig B, Crystal Structure Of Pathogenesis-Related Protein Lipr-

Profilin [Mercurialis annua).
pain olive allergen [Olea europaea).

ajor allergen OLE16 - common olive (fragment).
major allergen OLE17 - common olive (fragment).
major allergen OLE19 - common olive (fragment).
major allergen OLE]c - common olive (fragment).
major allergen OLE20 - common olive (fragment).
major allergen OLE26 - common olive (fragment).
major allergen OLE33/0OLE37 - common olive (fragment).
major allergen OLE3c - common olive.
major allergen OLESc - common olive.
major allergen OLE6 - common olive (fragment).
beta-1,3-glucanase-like protein {Olea europaea).
Pollen allergen Ole ¢ 6.
Caicium-binding allergen Ole e 8 (PCA18/PCA23).
Polien allergen Ole e 7 (Ole e VII).
Ole ¢ 1.0102 protein [Olea europaea].

140046

33113263
34851174
34851176
15139849
21632054
38456222
38456224
4138877
51316532
5391446
6940772
8843917
8843921
9955725
3256210
3256212
6425105
6425107
6425109
100639
126386
126387
168314
2498581
2498582
4007636
4416516
47605808
55859464
6634467
75140048
75220940
75274600
939932
126385
22218768
22218772
61680377
2959898
13195753
1362128
1362129
1362130
1362131
1362132
1362133
1362134
1362135
1362136
1362137
14279169
14423643
14423648
22002032
2465127
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Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaca

Olea europaea

Olea europaca

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea

Olea europaea
Parietaria officinalis
Parietaria officinalis
Parietaria officinalis
Parietaria officinalis
Parietaria officinalis
Parietaria judaica
Parietaria judaica
Parietaria judaica
Parietaria judaica
Parietaria officinalis
Parietaria officinalis
Parietaria judaica
Parietaria judaica
Parietaria judaica
Parietaria judaica
Parietaria officinalis
Phalaris aquatica
Phalaris aquatica
Phalaris aquatica
Phalaris aquatica
Phalaris aquatica
Phalaris aquatica
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense
Phleum pratense

Ole e 1.0103 protein [Olea europaea).

Ole e 1 protein [Olea europaea).

Superoxide dismutase {Cu-Zn] (Allergen Ole e 5) (Ole e V).
allergen Ole e 10 [Olea europaea).

[Segment 1 of 2] Major pollen allergen Ole ¢ 4 (Ole e IV).
{Segment 2 of 2] Major pollen allergen Ole € 4 (Ole e IV).
major pollen allergen Ole e 1 [Olea europaea).

major pollen allergen Ole e 1 [Olea europaea].

major pollen allergen Ole ¢ 1 [Olea europaea).

major pollen allergen Ole e 1 [Olea europaea].

major pollen allergen Ole e 1 [Olea europaea).

major pollen allergen Ole e 1 [Olea europaea).

major pollen allergen Ole e 1 [Olea europaea).

major pollen allergen Ole e 1 [Olea europaea).

major polien allergen Ole e 1 [Olea europaea].

major pollen allergen Ole e 1 [Olea europaea).

major polien allergen Ole e 1 [Olea europaea].
calcium-binding pollen allergen [Olea europaea).

major pollen ailergen Ole e 1 [Olea europaea].

major pollen allergen Ole e 1 [Olea europaea].

major pollen allergen Ole e 1 [Olea europaea).

Ole e 6 allergen [Olea europaea var. sylvestris].

Ole e 3 allergen [Olea europaea].

Profilin-} (Pollen allergen Ole e 2).

Profilin-2 (Pollen allergen Ole e 2).

Profilin-3 (Pollen allergen Ole ¢ 2).

Cu /Zn super-oxide dismutase [Olea curopaea].
calcium-binding protein [Olea europaea].

Major pollen allergen (Allergen Ole e 1) (Ole e I).

mAb 2F9-reactive major allergen {N-terminal} [Parietaria

mAb 8C7-reactive major allergen {N-terminal, band 1} [Parietaria
mAb 8C7-reactive major aliergen {N-terminal, band 2} [Parietaria

mAb 3F8-reactive major allergen {N-terminal} [Parietaria
mAb 8B6-reactive major allergen {N-terminal} [Parietaria
Profilin-2 (Pollen allergen Par j 3.0102).

Profilin-1 (Pollen allergen Par j 3.0101).

P8 protein [Parietaria judaical.

P9 protein [Parietaria judaica).

Par o la=acidic allergen isoform {N-terminal} [Parietaria
Par o 1b=basic allergen isoform {N-terminal} {Parietaria
Probable nonspecific lipid-transfer protein 1 precursor (LTP)
Probable nonspecific lipid-transfer protein 2 precursor (LTP 2)
Probable nonspecific lipid-transfer protein (LTP) (Major pollen
major allergen Par j I.

Pollen major allergen Paro 1.

Major pollen allergen Pha a 1 precursor (Pha a I).

Major pollen allergen Pha a 5.1 precursor (Pha A 5) (Clone 28).
Major pollen allergen Pha a 5.2 precursor (Pha a 5) (Clone 14).
Major pollen aliergen Pha a 5.3 precursor (Pha a 5) (Clone 29).
Major pollen aliergen Pha a 5.4 (Pha a 5) (Clone 5).

Pha a 1=34 kda pollen allergen {N-terminal} [Phalaris

major allergen Phl p Va,

group V allergen Phl p 5 precursor [Phleum pratense].

Polcalcin Phl p 7 (Calcium-binding pollen allergen Phl p 7) (P7).

major allergen Phi p S [Phleum pratense].

major allergen Phl p 5 [Phleum pratense].

unnamed protein product [ Phleum pratense).
unnamed protein product [Phleum pratense].
unnamed protein product [Phleum pratense).
unnamed protein product [Phleum pratense].
unnamed protein product [Phleum pratense].
unnamed protein product [ Phleum pratense}.
unnamed protein product [Phleum pratense].
unnamed protein product {Phleum pratense].

2465129
2465131
2500822
29465664
32363448
32363449
33325111
33325115
33329732
33329738
33329744
33329748
33329750
33329752
33329754
33329756
33329758
3337403
37548753
37724593
37724597
37725369
37725377
3914426
3914427
3914428
39840779
6901654
14424429
1311509
1311510
1311511
1311512
1311513
14423869
14423876
1532056
1532058
1836010
1836011
2497749
2497750
3915783
741844
75139847
2498576
2498577
2498578
2498579
2498580
409328
1092249
13430402
14423846
1684718
1684720
21725606
21725608
21725610
21725612
21725614
21725616
21725618
21725620

146
146
29
123
10
14
132
132
132
132
131
129
131
131
132
132
131
84
132
135
134
38
52
134
134
134
152
171
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Phleum pratense unnamed protein product {Phleum pratense]. i;@l g7
i
2

Phleum pratense unnamed protein product [Phleum pratense]. 725624 87
Phleum pratense unnamed protein product [Phleum pratense]. 5626 287
Phleum pratense unnamed protein product [Phleum pratense]. 21725¢28 287
Phleum pratense unnamed protein product [Phleum pratense]. 21728650 287
Phleum pratense unnamed protein product [Phleum pratense]. 21 632 287
Phleum pratense pollen allergen Phl p 11 [Phieum pratense]. )(/ £452313 143
Phleum pratense Major Pollen Allergen Phl p Va [Phleum pratense]. g8757 286
Phieum pratense profilin 3 [Phleum pratense]. ) ’Q 415700 131
Phleum pratense profilin 4 [Phleum pratense]. fa, ' 2415702 131
Phleum pratense Chain A, Crystal Structure Of Phi P 1, A Major Ti fy GrassRollep 28373838 241
Phleum pratense Chain N, Crystal Structure Of Phl P 6, A Major T/ hy Pol}n 28374072 111
Phleum pratense Pollen allergen Phl p 5b precursor (Phl p Vb). 2851457 284
Phleum pratense Chain A, Crystal Structure Of The Functional ain (ﬁﬁe ajfr 28948464 102
Phleum pratense phl p5a allergen precursor [Phleum pratensgf. O 29500897 284
Phleum pratense Phi p6 allergen [Phleum pratense]. 3004465 138
Phleum pratense Phl p6 allergen [Phleum pratense]. % 3004467 138
Phleum pratense Phl p6 IgE binding fragment [Phleum fratense]. 3004469 106
Phleum pratense major allergen Phl p 5 [Phleum prat ot 3135497 276
Phleum pratense major allergen Phl p 5 [Phleum pryfepse]. : 3135499 276
Phleum pratense : major allergen Phl p 5 [Phleum pfayénse] 3135501 276
Phleum pratense major allergen Phi p 5 [Phleunyp tenseO 3135503 276
Phleum pratense group V allergen Phl p 5.01 ecursor [Phleyfn pratense]. 3309039 312
Phleum pratense group V allergen Phl p 5.0 recygsor [Phlgunf pratense). 3309041 295
Phleum pratense group V allergen Phi p 50206 pre%r [PHledm pratense]. 3309045 290
Phleum pratense group V allergen Phl p£.0Z07 p or [#hjeum pratense]. 3309047 287
Phleum pratense pollen allergen Phl py{PAleum nsej. 3901094 263
Phleum pratense Phl p 3 allergen [Phfe pr%lsn;}]. 39841264 97
Phleum pratense Phlp5 [Phleum pyAt: . 398830 312
Phleum pratense PHL P11, pollep/al rgen}é@éum prafense]. 415896 122
Phleum pratense PHLPSA projin/- co timgthy/(fragment). 422005 257
Phleum pratense unnamed pydteth proquétfPhighmdpratense]. 45108967  S00
Phleum pratense unnamed grofein p@t [PHeym pratense]. 45108973 500
Phleum pratense unnam /otein product [Phjéum pratense]. 45823012 240
Phleum pratense Profilh-}/(Poll ergef DAl p 12) (Phl p 11). 464471 131
Phleum pratense Phl lerg hieuph pfatense]. 473360 263
Phleum pratense rgen p - ¢fmyfhon timothy. 481397 280
Phleum pratense galagz?ase Phleum pratense]. 4826572 394
Phleum pratense : llen n PK] p/4 [Phleum pratense]. 54144332 508
Phleum pratense 1 n'z:;ien p 4 {Phleum pratense]. 54144334 508
Phleum pratense P ajlergefi Phlip V. 75139900 24
Phleum pratense Pollenbllergey/Phl pl precursor. 75221090 263
Phoenix dactylifera profilin [Phgénix dactylifera]. 21322677 131
Pinus radiata ollen glleygen. 75099285 293
Platanus x tife #vertase inhibitor precursor {Platanus x acerifolia)]. 26190140 179
Platanus x /g/ pSlyfajhcturonase [Platanus x acerifolia]. 49523394 377
Poa pratensis Poflef allergen KBG 31 precursor (Pollen allergen Poa p 9) (Poa p 113560 373
Poa pratensis fO' Folfen allergen KBG 41 precursor (Poilen allergen Poa p 9) (Poa p 113561 333
Poa pratensis k/ pdlien allergen Poa p 5 [Poa pratensis). 11991227 303
i follen allergen Poa-pl - Kentucky bluegrass (fragment). 280414 20

polien allergen Poa p I - Kentucky bluegrass (fragment). 320620 26
pollen allergen (group 11) [Poa pratensis]. 4007655 122
group I pollen aliergen {Poa pratensis]. 4090265 263

polien allergen (clone 7.2) - Kentucky bluegrass (fragment). 539056 131
Pollen allergen KBG 60 precursor (Pollen allergen Poa p 9) (Poa p 113562 307

major pollen allergen Que a I - white oak (fragment). 543675 24
major antigen-like protein [Salsola kali]. 22726221 320

[Segment 1 of 4] Pollen allergen Salk 1. 25090948 11

[Segment 2 of 4] Pollen allergen Sal k 1. 25090949 8
[Segment 3 of 4] Pollen aliergen Salk 1. 25090950 9

. [Segment 4 of 4] Pollen allergen Sal k 1. 25090951 14
SambucusAigfa allergen-like protein BRSn20 [Sambucus nigra}. 6561156 159
Syringa ¥ulgaris Polcalcin Syr v 3 (Calcium-binding pollen ailergen Syr v 3). 14423847 81
Win vAlgaris aliergen-like protein Syr v 1 isoform 1 - Syringa vulgaris. 631911 145
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Syringa vulgaris allergen-like protein Syr v I isoform 2 - Syringa vulgaris. 631912 145
Syringa vulgaris allergen-like protein Syr v | isoform 3 - Syringa vulgaris. 631913 145
Taraxacum officinale root allergen protein [Taraxacum officinale]. 2707295 157

Food allergens animals

Species Comments ' Gl # AA
Batillus comutus major allergen Tur cl - Turbo comutus. 7441399 146
Bos taurus allergen Bos d 2.0103 [imported] - bovine. 11277082 156
Bos taurus allergen Bos d 2.0102 [imported] - bovine. 11277083 156
Bos taurus kappa-casein {Bos taurus). 1228078 190
Bos taurus Myelin basic protein (MBP) (Myelin A1 protein) (20 kDa 126796 169
Bos taurus alpha-lactalbumin precursor (EC 2.4.1.22). 162644 142
Bos taurus albumin [Bos taurus). 162648 607
Bos taurus alpha-sl-casein. 162650 93
Bos taurus beta-lactoglobulin. 162748 151
Bos taurus beta-lactoglobulin. 162750 14
Bos taurus alpha-s]-casein precursor. 162792 214
Bos taurus alpha-S1-casein. 162794 214
Bos taurus beta-casein precursor. 162797 224
Bos taurus beta-casein. 162805 224
Bos taurus kappa-casein precursor. 162811 190
Bos taurus alpha-sl-casein. 162927 76
Bos taurus alpha-s2-like casein precursor. 162929 222
Bos taurus beta-casein precursor. 162931 224
Bos taurus $100 calcium-binding protein A7 (Allergen Bos d 3) (Dander minor 2493414 101
Bos taurus MD-2 protein {Bos taurus]. 27806539 160
Bos taurus Niemann-Pick disease, type C2 [Bos taurus]. 27806881 149
Bos taurus alpha-lactalbumin [Bos taurus]. 295774 142
Bos taurus bovine serum albumin [Bos taurus). 3336842 607
Bos taurus beta-casein A3 [Bos taurus). 459292 224
Bos taurus beta-lactoglobulin [Bos taurus]. 520 178
Bos taurus PREDICTED: similar to Odorant-binding protein precursor (OBP) [Bos 61819907 171
Bos taurus beta-lactoglobulin variant B precursor [Bos taurus]. 669061 178
Bos taurus PREDICTED: similar to Odorant-binding protein precursor (OBP) [Bos 76677407 152
Bos taurus PREDICTED: similar to Odorant-binding protein precursor (OBP) {[Bos 76686423 215
Bos taurus major allergen BDA20 [Bos taurus). 886215 172
Charybdis feriatus heat stable allergen tropomyosin [Charybdis feriatus). 7024506 264
Crassostrea gigas tropomyosin [Crassostrea gigas]. 15419048 233
Crassostrea virginica tropomyosin [Crassostrea virginical. 3668408 160
Cyprinus carpio parvalbumin {Cyprinus carpio]. 17977825 109
Cyprinus carpio parvalbumin [Cyprinus carpio). . 17977827 109
Farfantepenaeus aztecus muscle tropomyosin, Pen a 1=36 kda major allergen 632782 21
Gadus callarias Parvalbumin beta (Allergen Gad ¢ 1) (Gad ¢ 1) (Allergen M). 131112 113
Gadus morhua parvalbumin beta [Gadus morhua). 14531014 109
Gadus morhua parvalbumin beta [Gadus morhua]. 14531016 109
Gallus gallus Ovomucoid precursor (Allergen Gal d 1) (Gal d 1). 124757 210
Gallus gallus Lysozyme C precursor (1,4-beta-N-acetylmuramidase C) (Allergen Gal 126608 147
Gallus gallus Ovalbumin (Plakalbumin) (Allergen Gal d 2) (Gal d 1). 129293 386
Gallus gallus Ovotransferrin precursor (Conatbumin) (Allergen Gal d 3) (Gal d 1351295 705
Gallus gallus Chain A, Loop-Inserted Structure Of P1-P1' Cleaved Ovalbumin Mutant 15826578 385
Gallus gallus very low density lipoprotein Il precursor. 211156 106
Gallus gallus lysozyme protein. 212279 24
Gallus gallus vitetlogenin. 212881 1852
Gallus gallus ovalbumin [Gallus gallus). 212900 388
Gallus gallus Chain D, Crystal Structure Of S-Ovalbumin At 1.9 Angstrom 34811333 385
Gallus gallus PREDICTED: similar to MD-2 [Gallus gallus]. 50731634 155
Gallus gallus unnamed protein product [Gallus gallus]. 63052 155
Gallus gallus preproalbumin (serum albumin) [Gallus gallus]. 63748 615
Gallus gallus vitellogenin [Gallus gallus]. 63885 81
Gallus gallus vitellogenin [Gallus gallus). 63887 1850
Gallus gallus ovotransferrin [Gallus gallus]. 757851 705
Gallus gallus unnamed protein product [Gallus gallus]. 808969 386
Haliotis diversicolor tropomyosin [Haliotis diversicolor]. 9954249 284

Helix aspersa tropomyosin [Helix aspersa]. 4468224 284
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Homarus americanus
Homarus americanus
Kryptolebias marmoratus
Kryptolebias marmoratus
Metapenaeus ensis
Mimachlamys nobilis
Panulirus stimpsoni
Penaeus monodon

Perna viridis

Rana esculenta

Rana sp.

Rana esculenta

Rana sp.

Salmo salar

Salmo salar

Theragra chalcogramma
Theragra chalcogramma

Food allergens plants

Species
Actinidia chinensis
Actinidia deliciosa
Actinidia deliciosa
Actinidia deliciosa
Actinidia deliciosa
Actinidia deliciosa
Anacardium occidentale
Anacardium occidentale
Anacardium occidentale
Anacardium occidentale
Ananas comosus
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Apium graveolens
Arachis hypogaea
Arachis hypogaea
Arachis hypogaea
Arachis hypogaea
Arachis hypogaea
Arachis hypogaea

achisffhypogae
Ara i,s{yf)oga
A@hypoa
Arach¥® hypbgdea

Arachis hfpggaea
Arachis/ypogaea

,)Fac /s Wypogaea
Q

Tropomyosin (Allergen Homa 1).
fast tropomyosin isoform {Homarus americanus).
parvalbumin 1 [Rivulus marmoratus].
parvalbumin 2 [Rivulus marmoratus}.
tropomyosin.

tropomyosin {Chlamys nobilis].

Tropomyosin (Allergen Pan s 1) (Pan s I).
allergen Pen m 2 [Penaeus monodon].
tropomyosin [Perna viridis].

parvalbumin alpha [Rana esculenta].
parvalbumin alpha [Rana sp. CH-2001].
parvalbumin beta protein [Rana esculenta}.
parvalbumin beta protein [Rana sp. CH-2001}.
Parvalbumin beta 2 (Major allergen Sal s 1).
Parvalbumin beta 1 (Major allergen Sal s 1),
parvalbumin [Theragra chalcogramma).
parvalbumin [Theragra chalcogramma].

20796733
20797081 109
20797085 109
18281421 108
2493445 109
14531018 109
14531020 109

Comments Gl # AA
Actinidain precursor (Actinidi 113285 380
unnamed protein product [ Ac#njdia deli 15984 380
actinidin. 166317 380
phytocystatin [Actinidia 40807635 i16
pKIWIS01. 450239 184

71057064 225
21666498 536
21914823 538
24473800 138
25991543 457
14161637 131
1346568 154
14423661 264
1769847 159
32363124 30
32363125 24
32363126 10
33300921 22
4761578 134
6706331 559
6706333 570
1168390 614
1168391 626
13161005 176
13161008 176
14347293 207
17225991 144
21314465 538
22135348 219
253289 273
26245447 172
31322017 169
3703107 507
37499626 157
46560472 303
46560474 299
46560476 428
47156059 176
47933675 510
57118278 124
5712199 530

thaumatin-like protei
vicilin-like protein
vicilin-like protei

allergen Ana
profilin {An;

ofilin{ AMumfrafeolens).

coffgtor-thdepéndent phosphoglyceromutase [ Apium graveolens].

NADPYepeddght malate dehydrogenase (decarboxylating) [ Apium

Allergen AMahi 1, clone P17 precursor (Ara h ).

lergen/Apd h 1, clone P41B precursor (Ara h1).

osin/vgfiant A [Arachis hypogaea].

oléogfn ¥ariant B [Arachis hypogaea].

unganed protein product { Arachis hypogaea].

dnglutin [Arachis hypogaea).

al)érgen Arah3/Arah4 [Arachis hypogaea).
psin inhibitor [Arachis hypogaea).

peanut agglutinin precursor; prePNA [Arachis hypogaea).

allergen Ara h 2.02 {Arachis hypogaea].

allergen Ara h 2 isoform {Arachis hypogaea].

glycinin [Arachis hypogaea).

Ara h 8 allergen [Arachis hypogaea].

conarachin [ Arachis hypogaea].

conarachin [ Arachis hypogaea].

conarachin [Arachis hypogaea].

oleosin isoform [Arachis hypogaea).

glycinin [Arachis hypogaeal.

Ara h 6 allergen [Arachis hypogaea}.

glycinin [Arachis hypogaea].

profilin [ Arachis hypogaea). 5902968 131
allergen Arah6 [Arachis hypogaea]. 5923742 129
allergen [Arachis hypogaea]. 5931948 160
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Arachis hypogaea

Bertholletia excelsa
Bertholletia excelsa
Bertholletia excelsa

Beta vuigaris
Brassica rapa
Brassica napus
Brassica napus
Brassica rapa
Brassica napus
Brassica rapa
Brassica rapa
Brassica rapa
Brassica rapa
Brassica rapa
Brassica juncea
Brassica juncea
Brassica napus
Brassica rapa
Brassica napus
Brassica rapa
Brassica rapa
Capsicum annuumn
Capsicum annuum
Capsicum annuum
Carica papaya
Carya illinoinensis
Castanea sativa
Castanea sativa
Castanea sativa
Citrus sinensis
Citrus sinensis
Citrus limon
Citrus sinensis
Citrus sinensis
Citrus sinensis
Corylus avellana
Corylus avellana
Corylus avellana
Corylus aveliana
Corylus aveliana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus avellana
Corylus aveflana
Corylus avellana
Corylus avellana
Corylus avellana
Cucumis melo
Cucumis melo
Cucumis melo
Cucumis melo
Cucumis melo
Cucumis melo
Cucumis melo
Daucus carota

mannose/glucose-binding lectin precursor.

28 sulfur-rich seed storage protein precursor (Allergen Bere 1)
28 albumin {Bertholletia excelsa).

118 globulin [Bertholletia excelsa].

RS2 protein [Beta vulgaris subsp. vulgaris].

Thioredoxin H-type (TRX-H).

pollen allergen group I (clone 42) - rape.

pollen allergen group I (clone 44) - rape.

pollen allergen group II (clone 4) - turnip (fragment).
recombinant Ib pronapin precursor [Brassica napus].

Lipid transfer protein [Brassica rapa).

[Segment 1 of 5] Chitin-binding allergen Brar 2.

[Segment 2 of 5] Chitin-binding allergen Brar 2.

[Segment 3 of 5] Chitin-binding allergen Brar 2.

[Segment 5 of 5] Chitin-binding allergen Brar 2,

Bra j IE small chain=allergen [Brassica juncea=oriental-mustard,
Bra j IE large chain=allergen [Brassica juncea=oriental-mustard,
Polcalcin Bra n 1 (Calcium-binding pollen allergen Bran I).
Polcalcin Bra r 1 (Calcium-binding pollen allergen Brar 1).
Polcalcin Bra n 2 (Calcium-binding polien allergen Bra n 2).
Polcalcin Bra r 2 (Calcium-binding pollen allergen Brar 2).
PCP-1 family.

profilin {Capsicum annuum}.

osmotin-like protein [Capsicum annuum].

profilin [Capsicum annuum].

papain precursor.

putative allergen 11 [Carya illinoinensis].

chitinase Ib [Castanea sativa].

ypr10 [Castanea sativa).

CAS S 1 major allergen.

lipid transfer protein [Citrus sinensis].

Germin-like protein (Allergen Cit s 1).

Nonspecific lipid-transfer protein (LTP) (Allergen Cit 1 3).
Nonspecific lipid-transfer protein (LTP) (Allergen Cit s 3.0101).
Profilin (Allergen Cit s 2).

profilin [Citrus sinensis].

putative luminal binding protein [Corylus avellana].

major allergen variant Cor a 1.0402 [Corylus avellana].
major allergen variant Cor a 1.0403 [Corylus avellana].
major allergen variant Cor a 1.0404 [Corylus avellana].
minor allergen hazelnut profilin [Corylus avellana].

minor allergen hazelnut profilin [Corylus avellana].

major allergen Cor a 1 [Corylus avellana].

major allergen Cor a 1 [Corylus avellana].

lipid transfer protein precursor [Corylus avellana).

putative LEA HI protein isoform 1 {Corylus avellana].
putative LEA II1 protein isoform 2 {Corylus avellana).

118 globulin-like protein [Corylus avellana).

48-kDa glycoprotein precursor [Corylus avellana].

major allergen [Corylus avellana).

major allergen [Corylus avellana].

major allergen {Corylus avellana).

major allergen {Corylus avellana).

oleosin [Corylus avellana].

major allergen Cor a 1.0401 {Corylus avellana).

Major pollen allergen Cor a 1 isoforms 5, 6, 11 and 16 (Cora I).
profilin [Cucumis melo].

[Segment 1 of 3] Pathogenesis-related protein (PR-1) (Allergen Cuc
[Segment 2 of 3] Pathogenesis-related protein (PR-1) (Allergen Cuc
[Segment 3 of 3] Pathogenesis-related protein (PR-1) (Allergen Cuc

profilin [Cucumis melo].
pre-pro-cucumisin [Cucumis melo].
profilin {Cucumis melo var. reticulatus].
pathogenesis-related protein.

951118
112754
17713
30313867
11691639
11135129
2129801
2129802
2129805
26985163
3062791
32363457
32363458
32363459
32363461
407609
407610
59800143
59800144
59800145
59800146
75099036
16555785
16609959
40287498
167391
28207731
1359600
16555781
75199059
50199132
52782810
52783176
52783177
54036219
56000996
10944737
11762102
11762104
11762106
12659206
12659208
1321731
1321733
13507262
14148979
14148981
18479082
19338630
- 22684
22686
22688
22690
29170509
5726304
584968
31559374
46396596
46396597
46396598
58263793
807698
57021110
1335877

254
146
154
465
158
123
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Daucus carota cr16 [Daucus carota] 4
Daucus carota major allergen isoform Dau ¢ 1.0201 [Daucus carota]. §?047 154
Daucus carota minor allergen Dau ¢ 4 profilin [Daucus carota]. 18652044 134
Daucus carota pathogenesis-related protein-like protein 1 [Daucus carota]. 1991279 154
Daucus carota major allergen [Daucus carota]. 215473 154
Daucus carota major allergen [Daucus carota]. 21347434 154
" Daucus carota major allergen Dau ¢ 1/1 [Daucus carota]. Kj 54136 154
Fagopyrum esculentum BWS8KD allergen protein | Fagopyrum esculentum]. 007758 133
Fagopyrum tataricum allergenic protein [Fagopyrum tataricum]. 353013 195
" Fagopyrum esculentum legumin-iike protein [Fagopyrum esculentum]. 2317670 565
Fagopyrum esculentum legumin-like protein [Fagopyrum esculentum]. 2317674 504
Fagopyrum esculentum major allergenic storage protein [Fagopyrum escylepfum] @ 4895075 538
Fagopyrum esculentum BW 16kDa allergen [Fagopyrum escuientum]. 61970231 127
Fagopyrum gracilipes 22kDa storage protein [Fagopyrum gracilipest. 'Q 6979766 191
Fragaria x major allergen Mal d | [Fragaria x ananassgf. O ) 54306612 80
Fragaria x [Segment 1 of 3] Allergen Fraa 1. 60389903 12
Fragaria x [Segment 2 of 3] Allergen Fraa 1. %’ 60389904 14
Fragaria x [Segment 3 of 3] Allergen Fraa 1. 60389905 74
Glycine max 34 kDa maturing seed vacuolar thiolprfteags precursgf [@lycine 1199563 379
Glycine max Hydrophobic seed protein (HPS) (Al rger@ym 1 123506 80
Glycine max : allergen Gly m Bd 28K [Glycing/mgx]. 12697782 473
Glycine max P34 probable thiol protease prg€uysor. 129353 379
Glycine max hull allergen Gly m 2 - soybgan/fragment). 1362049 20
Glycine max beta-conglycinin-alpha sublnif. 169927 218
Glycine max beta-conglycinin storagefrofein [@lycIne pfay]. 169929 639
Glycine max glycinin, O 169969 516
Glycine max glycinin precursor. . 169971 240
Glycine max lectin prepeptide. /}/ 170006 285
Glycine max unnamed proteinproGuct [Glyofne pfa 18536 605
Glycine max unnamed protej p oducﬁlcin Ax]. 18609 485
Glycine max unnamed proyiy/prod lycife fhax]. 18615 495
Glycine max glycinin suplipst G1 ne pfay]. 18635 495
Glycine max glycinin gdbynit G cing méx]. 18637 485
Glycine max glycinip/sybunit @3 [Glycjfiefmax]. 18639 481
Glycine max glycindn lycinﬁgyﬁx] 18641 562
Glycine max u d pro@prod t Glycine max]. 18744 158
Glycine max tpgih i itor’subyypg A [Glycine max]. 18770 217
Glycine max gsin i yor sybtype B [Glycine max]. 18772 217
Glycine max -/ G4 by nglyfin [Glycine max]). 256427 439
Glycine max unit: sin falpbitor; KTi {Glycine max]. 256429 216
Glycine max ](vgsyypsi ighibitor KTil [Glycine max]. 256635 203
Glycine max Kunitztrypéinfnhibitor KTi2 [Glycme max]. 256636 204
Glycine max proﬁlm [Flyfine max]. 3021373 131
Glycine max 'ycine max]. 3097321 379
Glycine max -¥ (GmPRO1) (Allergen Gly m 3.0101). 3914435 131
Glycine max /g/ Ku t rypsin inhibitor [Glycine max}. 510515 208
Glycine max ed protein product [Glycine max]. 732706 562
Glycine soja /D' y& [Glycine soja). 736002 517
Glycine max okinin induced message. 75102126 277
Glycine soja /A5A4B3 subunit [Glycine soja]. 806556 563
Glycine ma @ Gly m 1A allergen, HPS=hydrophobic seed protein {N-terminal} 999355 42
Helianthuy aphuus pre-pro-seed atbumin [Helianthus annuus]. 18821 141
Helianthfs, nnuus’y profilin [Helianthus annuus]. 3581965 133
Hord ulga;g/ trypsin inhibitor cme precursor [Hordeum vulgare]. 1405736 144
amylase/protease inhibitor. 167077 117
alpha-amylase/trypsin inhibitor preprotein [Hordeum vulgare subsp. 18869 147
alpha-amylase inhibitor [Hordeum vulgare subsp. vulgare]. 18955 144
monomeric alpha-amylase [Hordeum vulgare subsp. vulgare]. 19003 146
CMe [Hordeum vulgare subsp. vulgare]. 19009 148
LTP 1 [Hordeum vulgare]. 19039 134
3 Alpha-amylase inhibitor BMAI-1 precursor (Allergen Hor v 1) 2506771 146
Hordeum yuigare BDAI-1; Barley dimeric alpha-amylase inhibitor [Hordeum vulgare 3367714 152
Hordeury vifigare CMa, component of tetrameric alpha-amylase inhibitor [Hordeum 439275 145
N:;orde igare CMb component of tetrameric alpha-amylase inhibitor [Hordeum 452323 149

©
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Hordeum vuigare CMd component of tetrameric alpha-amylase inhibitor [Hordeum 452325 171
Hordeum vulgare pollen allergen Hor v 4 [Hordeum vulgare}. 55859462 518
Hordeum vulgare Alpha-amylase/trypsin inhibitor CMb precursor 585290 149
Hordeum vulgare BAKER'S ASTHMA allergen BDP. 75198868 20
Hordeum vulgare Pollen allergen precursor. 75219009 313
Juglans regia albumin seed storage protein precursor [Juglans regia]. 1794252 139
Juglans nigra 2S albumin seed storage protein [Juglans nigra]. 31321942 161
Juglans nigra vicilin seed storage protein [Juglans nigra). 31321944 481
Juglans regia vicilin-like protein precursor [Juglans regia]. 6580762 593
Lens culinaris allergen Len ¢ 1.0101 {Lens culinaris]. 29539109 418
Lens culinaris allergen Len ¢ 1.0102 {Lens culinaris]. 29539111 415
Litchi chinensis profilin [Litchi chinensis]. 15809696 131
Lycopersicon esculentum Anther-specific protein LATS2 precursor. 125887 161
Lycopersicon esculentum profilin [Lycopersicon esculentum}. 16555787 131
Lycopersicon esculentum profilin [ Lycopersicon esculentum]. 17224229 131
Lycopersicon esculentum . minor allergen beta-fructofuranosidase precursor {Lycopersicon 18542113 553
Lycopersicon esculentum minor allergen beta-fructofuranosidase precursor [Lycopersicon 18542115 636
Malus x thaumatin-like protein [Malus x domestica}. 10334651 246
Malus x major allergen {N-terminal} [apples, Golden Delicious, Peptide 1174276 37
Malus x major allergen Mal d 1 [Malus x domestica]. 1313966 159
Malus x major allergen Mal d 1 [Malus x domestica). 1313968 160
Malus x major allergen Mal d1 [Malus x domestica). 1313970 160
Malus x major allergen Mal d1 [Malus x domestica). 1313972 160
Malus x Major allergen Mal d 1 (Mal d I). 1346478 159
Malus x Profilin-1 (GD4-1) (Pollen allergen Mal d 4.0301). 14423873 131
Malus x Profilin-2 (GD4-2) (Poilen allergen Mal d 4.0201). 14423874 131
Malus x Profilin-3 (GD4-5) (Pollen allergen Mal d 4.0101). 14423875 131
Malus x 18 kda major allergen/Bet v 1 homolog {N-terminal} {[Malus 1478292 25
Malus x 31 kda major allergen/disease resistance protein homolog 1478293 26
Malus x ypr10 [Malus x domestica]. 16555783 159
Malus x major allergen d 1 {Malus x domestica]. 21685277 158
Malus x major allergen Mal d | [Malus x domestica]. 2443824 159
Malus x major allergen Mal d 1 [Malus x domestica]. 27922941 159
Malus x profilin [Malus x domestica]. 28881453 131
Malus x profilin [Malus x domestica]. 28881455 131
Malus x profilin {Malus x domestica]. 28881457 131
Malus x Mal d 1-associated protein [Malus x domestica]. 32709122 190
Malus x major allergen Mal d 1 [Malus x domestica]. 3309647 159
Malus x allergen Mal d 3 [Malus x domestica]. 38492338 115
Malus x major allergen mal d 1 [Malus x domestica]. 4590364 159
Malus x major allergen mal d 1 [Malus x domestica]. 4590366 159
Malus x major ailergen mal d 1 [Malus x domestica). 4590368 159
Malus x major allergen mal d 1 [Malus x domestica]. 4590376 159
Malus x major allergen mal d 1 [Malus x domestica). 4590378 159
Malus x major allergen mal d 1 [Malus x domestica). 4590380 159
Malus x major allergen mal d 1 [Malus x domestica]. 4590382 159
Malus x major allergen mal d 1 [Malus x domestica]. 4590388 159
Malus x lipid transfer protein precursor [Malus x domestica]. 50659859 115
Malus x lipid transfer protein precursor [Malus x domestica]. 50659879 115
Malus x lipid transfer protein precursor [Malus x domestica]. 50659885 115
Malus x lipid transfer protein precursor {[Malus x domestica). 50659889 115
Malus x lipid transfer protein precursor {Malus x domestica). 50659891 115
Malus x lipid transfer protein precursor [Malus x domestica). 6715522 115
Malus x Mat d 1 [Malus x domestica]. 747852 159
Manihot esculenta allergenic-related protein Pt2L4 [Manihot esculenta]. 21585695 177
Musa acuminata profilin [Musa acuminata). . 14161635 131
Oryza sativa beta-expansin [Oryza sativa). 11346546 271
Oryza sativa allergenic protein {Oryza sativa (japonica cultivar-group)]. 1304216 111
Oryza sativa allergenic protein {Oryza sativa (japonica cultivar-group)]. 1304217 109
Oryza sativa allergenic protein {Oryza sativa (japonica cultivar-group)]. 1304218 113
Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-group)). 1398913 166
Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-group)). 1398915 160
Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-group)]. 1398916 157

Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-group)]. 1398918 160
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Oryza sativa Bet v I allergen-like [Oryza sativa (japonica cultivar-group)].

Oryza sativa glyoxalase I [Oryza sativa (japonica cultivar-group)].
Oryza sativa putative pollen allergen Jun o 4 [Oryza sativa (japonica
Oryza sativa putative allergen Amb a 1.2 precursor [Oryza sativa (japonica

Oryza sativa Putative pollen allergen [Oryza sativa (japonica cultivar-groupy].

Oryza sativa expansin Os-EXPA2 [Oryza sativa (japonica cultivar-group)¥.
Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-group)],

Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-group)J.
Oryza sativa allergenic protein [Oryza sativa (japonica cultivar-gro
Oryza sativa beta-expansin [Oryza sativa).

Oryza sativa putative allergenic protein [Oryza sativa (japonica
Oryza sativa Major polien allergen Ory s 1 precursor (Ory s 1)
Oryza sativa allergenic protein {Oryza sativa).

Oryza sativa Pollen allergen Ory s 2-A.

Oryza sativa seed allergen RA17-[Oryza sativa (japonica,

Oryza sativa seed allergen RAG2 [Oryza sativa (japoni€a £ultiW
Oryza sativa allergen RA16 [Oryza sativa (japonica )

Oryza sativa allergen RAS5B precursor [Oryza sativy (j

Oryza sativa putative pollen allergen [Oryza sativA (j

Oryza sativa putative Cup s 1 pollen allergen [

Oryza sativa glyoxalase I [Oryza sativa (japoplcy/cul
Oryza sativa putative latex protein allergen
Oryza sativa putative latex protein allergef [(Fryza sativa (jg

Oryza sativa putative polcalcin Phl p 7

Oryza sativa putative expansin 11 preglirgor [Oza

Oryza sativa Bet v 1 allergen-like [

Oryza sativa Bet v I allergen-like apoii

Oryza sativa pollen Ole e 1 allerge and’vu?sin f@mjly protein-like [Oryza

Oryza sativa Bet v I allergen-ljKe fOryza sativa (pghica cultivar-group)].

Oryza sativa putative group ¥ pgllen n [Qry£a sativa (japonica

Oryza sativa putative groug 3 folle rgenfOyyza sativa (japonica

Oryza sativa putative grolp/ pol mrg Pryza sativa (japonica

Oryza sativa putative 3 p%ﬁ]lere Oryza sativa (japonica

Oryza sativa putative allgrgén [Oryza sativa (japonica

Oryza sativa i en glleygen [Oryza sativa (japonica

Oryza sativa ol le/aljergen [Oryza sativa (japonica

Oryza sativa mol h Allergen [Oryza sativa (japonica

Oryza sativa -lik¢ {@ryza sativa (japonica cultivar-group)].

Oryza sativa t v I alerden-likeAOryza sativa (japonica cultivar-group)]

Oryza sativa et il [Oryza sativa (japonica cultivar-group)].

Oryza sativa BA? erggh-Mke [Oryza sativa (japonica cultivar-group)].

Oryza sativa Bet v l4allepfep-like [Oryza sativa (japonica cultivar-group)].

Oryza sativa putative pblign allergen Phl p 11 [Oryza sativa (japonica

Oryza sativa \len gepfen-like {Oryza sativa (japonica cultivar-group)].

Oryza sativa d #lefgenic protein RAS precursor.

Oryza sativa /g/ Séed ajfergenic protein RA14 precursor.

Oryza sativa Sg€d Aliergenic protein RA17 precursor.

Oryza sativa /O’ eel allergenic protein RAG2 precursor.

Oryza sativa KJ afergen-like protein [Oryza sativa (japonica cuitivar-group)].

Oryza sativa putative expansin [Oryza sativa (japonica cultivar-group)].
@ Allergenic protein.

Allergenic protein.
/5/ Allergenic protein.
,,g/ Allergenic protein.
Allergenic protein.
Allergenic protein.
Allergenic protein.
Allergenic protein.
beta-expansin {Oryza sativa].
beta-expansin {Oryza sativa).
beta-expansin {Oryza sativa].
beta-expansin [Oryza sativa).
beta-expansin [Oryza sativa].
beta-expansin [Oryza sativa).

23616947
2498586
2827316
32363197
34900094
34900098
34900104
34900132
37536544
38175617
4126809
42408062
42408066
45736119
45736177
49388537
50251668
50251728
50252014
51536378
52075909
52075910
52075913
52075914
52075915
52075917
52075924
52077086
52077087
53791938
53791944
53792800
53792960
54291022
548657
548658
548660
548671
57900264
6069656
75102358
75102382
75102383
75102384
75219561
75221023
75221024
75221025
8118421
8118423
8118425
8118428
8118430
8118432
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Oryza sativa beta-expansin {Oryza sativa). 8118437 269
Oryza sativa beta-expansin [Oryza sativa). 8118439 267
Persea americana endochitinase [Persea americana]. 3201547 326
Petroselinum crispum pathogenesis-related protein 1 [Petroselinum crispum). 1843451 155
Phaseolus vulgaris pathogenesis-related protein 1 (PvPR1) [Phaseolus vulgaris]. 21044 156
Phaseolus vulgaris pathogenesis-related protein 2 (PvPR2) [Phaseolus vulgaris). 21048 155
Pisum sativum Vicilin [Pisum sativum]. 42414627 415
Pisum sativum Vicilin {Pisum sativum]. 42414629 415
Pisum sativum Orf protein. 75221106 258
Plantago lanceolata plantain pollen major allergen, Pla 1 1.0101 [Plantago lanceolata). 14422359 131
Plantago lanceolata plantain pollen major allergen, Pla ] 1.0102 [Plantago lanceolata]. 14422361 131
Plantago lanceolata plantain pollen major allergen, Pla ] 1.0103 [Plantago lanceolata]. 14422363 131
Plantago lanceolata unnamed protein product [Plantago lanceolata]. 29163771 65
Plantago lanceolata unnamed protein product [Plantago lanceolata). 29163773 65
Prunus avium thaumatin-like protein precursor. 1144346 245
Prunus avium Chain A, Solution Structure Of The Major Cherry Allergen Pru Av 1. 13787043 159
Prunus avium cherry-allergen PRUAT. 1513216 160
Prunus persica pru p 1 [Prunus persica). 17974195 91
Prunus dulcis profilin [Prunus dulcis]. 24473794 131
Prunus armeniaca major allergen protein homolog [Prunus armeniaca]. 2677826 160
Prunus persica profilin [Prunus persica). 27528310 131
Prunus persica profilin [Prunus persica). 27528312 131
Prunus persica Nonspecific lipid-transfer protein 1 (LTP 1) (Major allergen Pru p 3287877 91
Prunus avium Chain A, Solution Structure Of The Major Cherry Allergen Pru Av | 34809853 159
Prunus avium major cherry allergen Pru av 1.0201 [Prunus avium). 44409451 160
Prunus avium major cherry allergen Pru av 1.0202 {Prunus avium). 44409474 160
Prunus avium major cherry allergen Pru av 1.0203 [Prunus avium]. 44409496 160
Prunus avium profilin [Prunus avium]. 4761582 131
Prunus armeniaca putative allergen protein [Prunus armeniaca). 4887129 168
Prunus avium lipid transfer protein precursor [Prunus avium). 6715520 117
Prunus armeniaca Nonspecific lipid-transfer protein 1 (LTP 1) (Major allergen Pru ar 7404406 91
Prunus domestica Nonspecific lipid-transfer protein 1 (LTP 1) (Major allergen Pru d 9297015 91
Pyrus communis Nonspecific lipid-transfer protein precursor (LTP) (Allergen Pyr ¢ 14423813 115
Pyrus communis major allergen Pyrcl [Pyrus communis]. 3044216 159
Pyrus communis isoflavone reductase related protein [Pyrus communis). 3243234 308
Pyrus communis profilin [Pyrus communis]. 4761580 131
Ricinus communis 28 albumin precursor (Allergen Ric ¢ 1/3) [Contains: Allergen Ric ¢ 112762 258
Secale cereale pollen allergen Sec ¢ 4 [Secale cereale]. 55859454 518
Secale cereale pollen allergen Sec c 4 [Secale cereale]. 55859456 520
Secale cereale 30K allergen. 75140047 16
Secale cereale Major BAKER'S ASTHMA allergen SEC C 1. 75198875 26
Sesamum indicum 28 albumin [Sesamum indicum]. 13183175 153
Sesamum indicum 78 globulin [Sesamum indicum]. 13183177 585
Sesamum indicum 28 albumin precursor [Sesamum indicum]. 5381323 148
Sinapis alba allergen sin a 1.0104 [Sinapis alba]. 1009434 145
Sinapis alba allergen sin a 1.0105 [Sinapis alba). 1009436 145
Sinapis alba allergen sin a 1.0106 [Sinapis alba]. 1009438 145
Sinapis alba allergen sina 1.0107 {Sinapis alba]. 1009440 145
Sinapis alba allergen sin a 1.0108 [Sinapis alba]. 1009442 145
Sinapis alba Allergen Sin a 1 precursor (Sin a 1) {Contains: Allergen Sina | 51338758 145
Sinapis alba major allergen Sin a I [Sinapis albaj. 7545129 145
Solanum tuberosum Aspartic protease inhibitor 11 (Cathepsin D inhibitor PDI) 124148 188
Solanum tuberosum Patatin B] precursor (Potato tuber protein). 129641 377
Solanum tuberosum patatin. 169500 386
Solanum tuberosum Cysteine protease inhibitor 1 precursor (PCPI 8.3) (P340) (P34021). 20141344 222
Solanum tuberosum Serine protease inhibitor 7 precursor (PIG) (PIGEN1) (Allergen Sola 20141714 221
Solanum tuberosum aspartic proteinase inhibitor [Solanum tuberosum]. 21413 217
Solanum tuberosum unnamed protein product [Solanum tuberosum]. 21510 386
Solanum tuberosum patatin [Solanum tuberosum)]. 21512 386
Solanum tuberosum patatin {Solanum tuberosum]. 21514 386
Triticum aestivum hypothetical 11.8K protein - wheat. 100794 106
Triticum turgidum alpha-amylase inhibitor, tetrameric, chain CM3 precursor - durum 100834 168
Triticum aestivum profilin [Triticum aestivum]. 1008443 141
Triticum aestivum profilin [Triticum aestivum]. 1008445 140
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Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum turgidum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivam
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivam
Triticum aestivum
Triticum aestivum
Triticum urartu

Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivum
Triticum aestivam
Triticum aestivum
Triticurn aestivum
Triticum aestivum
Triticum turgidum
Triticum turgidum
Triticum turgidum
Triticum turgidu:
Triticum aesti
Triticum turgidu;
Triticurm aepli
Triticum sy

riticygl agstiv

Trigopm Xesti yury
T aesfiviim
Triticdm agstifum

Triticumyaegtivum

\T;itic gestivum
Q

W

profilin [Triticum aestivum).

gamma-gliadin precursor [Triticum aestivumj.
triosephosphat-isomerase [Triticum aestivum].
allergenic peptide=low-molecular-weight glutenin chain [wheat,
Endogenous alpha-amylase/subtilisin inhibitor (WASI).
alpha-gliadin [Triticum aestivam].

agglutinin isolectin A precursor.
wheat germ agglutinin,

agglutinin isolectin D precursor.
gamma gliadin precursor.
gamma-gliadin B precursor.
alpha-type gliadin precursor protein.
pre-alpha-/beta-gliadin A-Il.
pre-alpha-/beta-gliadin A-V.
alpha/beta-gliadin precursor.
alpha/beta-gliadin precursor [Triticum
pre-alpha-/beta-gliadin A-I
pre-alpha-/beta-gliadin A-1V.
pre-alpha-/beta-gliadin A-HI1.
alpha-type gliadin.
gamma-gliadin B-1 precursor
gamma-gliadin.
gamma gliadin B-111.
gamma-gliadin.
gamma-gliadin.
gliadin.

HMW glutenin subdnj Ax2}~g‘;iticu
serpin [Triticum

unnamed protej a
aestivum).

ph aestivum).

glim aestivum].

subunit 1 Ax1 {Triticum aestivurn].
eftin subunit 10 [Triticum aestivum}.

in pyoddct [Triticum aestivum).
ameehprdteinprgduct [Triticum aestivum].
eeg s € pidief (154AA) {Triticum aestivum).
@ profiy/product [Triticum aestivam].
unnamé&d pybtefn product [Triticum aestivumj.
unnamed grofein product [Triticum aestivum].
nnamed pfotein product [Triticum aestivum)].
Pgcurbof(AA -24 to 119) [Triticum turgidum subsp. durum}.
pfotein [Triticum turgidum subsp. durum].
uphayhed protein product [Triticum turgidum subsp. durum].
glutenin {Triticum turgidum subsp. durum}.
W glutenin subunit 1By9 [Triticum aestivum].
etrameric alpha-amylase inhibitor 16 kDa subunit, CM16* [Triticum
27K protein {Triticum aestivum].

d promprod riticum aestivum].
gio produg( [ Triticurn aestivum).

30793446

Allergen C-C. 3913017
polien allergen (group II) [Triticum aestivum}. 4007852
putative pollen allergen precursor [Triticum aestivum)]. 40644792
putative group V allergen [Triticum aestivum). 40644794
putative major allergen Phi p § [Triticum aestivum]. 40644796
pollen allergen homolog [Triticum aestivum]. 4099919
alpha-gliadin. 473876
pollen allergen Tri a 4 [Triticum aestivum). 55859458
pollen allergen Tri a 4 [Triticum aestivum). 55859460
putative gamma-gliadin {Triticum aestivum]. 62484809
putative LMW-glutenin subunit [Triticum aestivum]. 62550933
putative omega-gliadin [Triticum aestivum]. 63252971
glutenin [Triticum aestivum]. 736319

399

285
705
18
203

122
178
119
231
271

518
518
285
326
375
838
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Triticum aestivum Gliadin omega-5. 75139902 32
Triticum turgidum 16K protein. 75140060 10
Triticum aestivum LMM glutenin 1. 75219081 285
Triticum aestivum LMM glutenin 3. 75317968 373
Triticum urartu unknown protein, 806315 106
Triticam aestivum low molecular weight glutenin [Triticum aestivum)]. 886963 229
Triticum aestivum tow molecular weight glutenin [Triticum aestivum]. 886965 261
Triticum aestivum low molecular weight glutenin [Triticum aestivum]. 886967 276
- Triticum aestivum unnamed protein product [Triticum aestivum]. 897811 101
Triticum aestivum pollen allergen-like protein [Triticum aestivum]. 972513 118
Vitis sp. Nonspecific lipid-transfer protein P2 (LTP P2). 462717 38
Vitis sp. Nonspecific lipid-transfer protein P3 (LTP P3). 462718 37
Vitis sp. Nonspecific lipid-transfer protein P4 (LTP P4), 462719 37
Zea mays Nonspecific lipid-transfer protein precursor (LTP) (Phospholipid 128388 120
Zea mays Zml3. 1588669 170
Zea mays beta-expansin la precursor (Pollen allergen Zeam 1) (Zeam 1), 20138191 269
Zea mays profilin [Zea mays]. 2642324 131
Zea mays beta-expansin 9 protein [Zea mays]. 28630919 269
Zea mays beta-expansin 1 protein [Zea mays]. 28630923 269
Zea mays group 3 pollen allergen [Zea mays]. 33188338 120
Zea mays pectate lyase homolog {Zea mays]. 405535 438
Zea mays Bet v 1allergen [Zea mays]. 54111527 154
Zea mays Pectate lyase homolog. 75221515 104
Other contact allergens
Species Comments Gl # AA
Acanthamoeba castellanii Acanthamoeba Castelianii Profilin la. 2781014 125
Acanthamoeba castellanii Chain B, Crystal Structure Of Acanthamoeba Castellanii Profilin 1i, 9257090 125
Equus caballus latherin [Equus caballus]. 20143977 228
Equus caballus Dander allergen Equ ¢ 2.0101. 3121755 29
Equus caballus Dander allergen Equ ¢ 2.0102. 3121756 19
Equus caballus Major allergen Equ ¢ 1 precursor. 3121758 187
Equus caballus preproalbumin [Equus caballus). 399672 607
Hevea brasiliensis IgE-binding protein MnSOD [Hevea brasiliensis]. 10862818 205
Hevea brasiliensis Chain A, Latex Profilin Hevb8. 11513601 131
Hevea brasiliensis beta-1,3-glucanase. 1184668 374
Hevea brasiliensis Pro-hevein precursor (Major hevein) [Contains: Hevein (Allergen Hev 123062 204
Hevea brasiliensis Rubber elongation factor protein (REF) (Allergen Hev b 1). 132270 138
Hevea brasiliensis Profilin-6 (Pollen allergen Hev b 8.0204). 14423856 131
Hevea brasiliensis Profilin-5 (Pollen allergen Hev b 8.0203). 14423858 131
Hevea brasiliensis Profilin-4 (Polien allergen Hev b 8.0202). 14423859 131
Hevea brasiliensis Profilin-3 (Pollen allergen Hev b 8.0201). 14423860 131
Hevea brasiliensis Profilin-2 (Pollen allergen Hev b 8.0102). 14423868 131
Hevea brasiliensis Small rubber particle protein (SRPP) (22 kDa rubber particle 14423933 204
Hevea brasiliensis putative class I chitinase {Hevea brasiliensis]. 14575525 295
Hevea brasiliensis latex allergen. 1480457 151
Hevea brasiliensis latex patatin homolog [Hevea brasiliensis]. 1916805 388
Hevea brasiliensis lipid transfer precursor protein [Hevea brasiliensis]. 20135538 116
Hevea brasiliensis class 1 chitinase [Hevea brasiliensis subsp. brasiliensis). 27526732 295
Hevea brasiliensis prohevein [Hevea brasiliensis]. 2832430 187
Hevea brasiliensis latex allergen [Hevea brasiliensis]. 3087805 388
Hevea brasiliensis ENSP-like protein [Hevea brasiliensis). 30909057 391
Hevea brasiliensis profilin [Hevea brasiliensis]. 3183706 131
Hevea brasiliensis beta-1,3-glucanase [Hevea brasiliensis). 32765543 374
Hevea brasiliensis latex allergen [Hevea brasiliensis]. 3288200 388
Hevea brasiliensis superoxide dismutase (manganese). 348137 233
Hevea brasiliensis putative latex allergen hev b 7.02 [Hevea brasiliensis}. 41581137 387
Hevea brasiliensis major latex allergen Hev b 4 [Hevea brasiliensis]. 46410859 366
Hevea brasiliensis MnSOD [Hevea brasiliensis). 5777414 205
Hevea brasiliensis latex protein allergen Hev b 7 [Hevea brasiliensis]. 6707018 388
Hevea brasiliensis enolase, isoform 1 {Hevea brasiliensis]. 9581744 445
Hevea brasiliensis enolase, isoform 2 [Hevea brasiliensis). 9581746 445
Methanococcus maripaludis Alkyl hydroperoxide reductase/ Thiol specific antioxidant/ Mal 45047603 217
Nicotiana tabacum beta-expansin-like protein [Nicotiana tabacum]. 12330698 273
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Nicotiana tabacum villin 1 [Nicotiana tabacum].

Nicotiana tabacum villin 2 [Nicotiana tabacum}.

Nicotiana tabacum Polcalcin Nic t 1 (Calcium-binding pollen allergen Nic t 1).
Nicotiana tabacum Polcalcin Nic t 2 (Calcium-binding pollen allergen'Nic t 2).
Plasmodium falciparum conserved protein [Plasmodium falciparum 3D7].

Styela plicata major allergen [Styela plicata].

Nematodes and worms

Species Comments

Acanthocheilonema viteae ladder protein [Acanthocheilonema viteae].

Ancylostoma caninum secreted protein ASP-2 precursor [Ancylostoma ¢

Ancylostoma duodenale ancylostoma-secreted protein 1 precursor [Ancyldsyfma ddedgnalef.
Ancylostoma caninum ancylostoma-secreted protein I precursor; ASPA]1 fAnc
Ancylostoma caninum Aspartic protease.

Anisakis simplex Tropomyosin (Allergen Ani s 3). O
Anisakis simplex 21k allergen [ Anisakis simplex].

Anisakis simplex Allergen Ani s 4. %

Anisakis simplex Major allergen Ani s 1 precursor (Exofetdry gland dliergen/Ans])
Anisakis simplex troponin-like protein [Anisakis simpfey).

Anisakis simplex putative nucleosome binding prot, Am'sg(;/sim

Anisakis simplex paramyosin [ Anisakis simplex],

Anisakis simplex paramyosin isoform [Anisakig/sigiplex].

Ascaridia galli fatty acid binding protein [

Ascaris suum allergen [Ascaris suum].

Ascaris lumbricoides ABA-1 allergen [Ascarig]

Ascaris lumbricoides ABA-1 allergen [Ascafis,

Ascaris lumbricoides ABA-1 allergen [Asgary

Ascaris lumbricoides ABA-1 allergen [
Ascaris lumbricoides ABA-1 allergen fAg€ar
Ascaris lumbricoides ABA-1 allerg
Ascaris lumbricoides ABA-1 allerge .
Ascaris lumbricoides ABA-1 all igoides].
Ascaris lumbricoides ABA-1
Ascaris lumbricoides ABA-} i ricoides].
Ascaris suum I fger [Ascaris suum].
Ascaris suum /
Brugia malayi

Brugia malayi

Brugia malayi
Dictyocaulus viviparus
Dirofilaria immitis nAntigen S-like protein [Dirofilaria immitis).
Heterodera glycines vehioph aliergen-like protein vap2 [Heterodera glycines].
Heterodera glycines venom alferden-like protein [Heterodera glycines).

Heterodera glycines effrodera glycines].

Heterodera glycines lo/polyprotein allergen Hgg-14 [Heterodera glycines).
Litomosoides carinij ladderfrotein [Litomosoides carinii].

0 15kDa ladder antigen.

creted protein MSP-1 {Meloidogyne incognita).

ancylostoma secreted protein 1 precursor [Necator americanus].
calreticulin [Necator americanus].

activation-associated secreted protein-2 [Onchocerca volvulus).
myosin-like antigen.

vespid allergen antigen homolog [Onchocerca volvulus).

ladder protein {Onchocerca cervicalis].

beta-galactoside-binding lectin.

activation-associated secreted protein-1 [Onchocerca volvulus).

22.6 kDa tegumental antigen [Schistosoma japonicum].

hypothetical protein, putative Profilin/allergen [Schistosoma

ladder protein [Setaria cervi).

1gG and IgE immunoreactive antigen recognized by sera from patients
1gG and IgE immunoreactive antigen recognized by sera from patients
I1gG and IgE immunoreactive antigen recognized by sera from patients
1gG and I1gE immunoreactive antigen recognized by sera from patients

/ 4102959

3608493
3719257
4884851
74936004
14423976
31339067
47605398
47605452
6065738
6065744
8117843
8453086
3152922
159653
2735096
2735098
2735100
2735102
2735106
2735108
2735110
2735112
2735114
2735118
2970629
299550
13095442
13310414
24711753
2498317
2245508
13447461
14211968
14326230
18677166
4102911
4102951
414553
4102596
3396070
3687326
11762066
159881
2796175
4102953
433317
5868902
2739154
29841461
4102957
2290388
2290390
2290392
2290394

AA
131
218
425
424
442
284
194

194
161
321
869
473
135
395
134
134
134
133
133
267
267
267
134
134
1095

220
227
248
1557
221
212
212
215

132
132
588
231
424
403
224
343
220
133

220
191
129
133
152

128
144
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Strongyloides stercoralis 1gG immunoreactive antigen {Strongyloides stercoralis]. 2801529 156
Strongyloides stercoralis allergen polyprotein homolog [Strongyloides stercoralis]. 2801531 95
Stylonychia lemnae unnamed protein product { Stylonychia lemnae]. 10142 104
Toxocara canis TBA-! precursor [Toxocara canis]. 1731859 140
Toxocara canis ladder protein [Toxocara canis]. ’ 4102955 133
Toxocara canis Allergen TBA-1. 74827032 36
Trichostrongylus colubriformis aspartyl protease inhibitor precursor [Trichostrongylus 28274792 228
Wouchereria bancrofti translationally controlled tumor protein-like protein [Wuchereria 14700054 181
Wuchereria bancrofti vespid allergen antigen homolog [ Wuchereria bancrofti]. 4324680 220
Wuchereria bancrofti vespid allergen antigen homolog { Wuchereria bancrofti]. 4704758 220

Whuchereria bancrofti cuticular endochitinase [Wuchereria bancrofti]. 7673688 504
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